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Food science and technology plays a very important role in designing and develop-
ing new foods, and in improving the safety, nutritional and organoleptic quality of pro-
cessed foods.

The strong link between microbiology and food technology has been increasing in
recent years. This has mainly been motivated by the capacity of some microorganisms to
contribute to sustainable food preservation and the beneficial effect of the so-called pro-
biotics in maintaining good health and well-being.

Fermentation was introduced thousands of years ago to facilitate food preservation.
Although it was traditionally carried out spontaneously from the native microorganism
in the raw material, in recent years, the addition of some starters has been favoured. The
use of a specific microbiological specie as an inoculum can greatly reduce the effects of
spoilage microorganisms, inhibit the growth in pathogenic microorganisms, and control
the process, reducing the time needed and improving the sensory and hygienic quality of
the final product. In addition, the use of starters can lead to a final product with a specific
health effect and can drive the selection and development of new probiotics. In this area,
the implementation of new techniques for microbial population screening is a research
challenge: precise but time-saving techniques are needed. A novel approach based on
well-established and affordable techniques, accompanied by a simple bioinformatics anal-
ysis, has been used to compare the diversity of Lactococcus phages from dairy industrial
and spontaneous fermentation processes [1].

In addition, the identification of secondary metabolites with antimicrobial properties
and potential use as a preservative in processed foods is of great interest to the food in-
dustry. Specific metabolites produced by Lactocaseibacillus rhamnosus, Levilactobacillus
brevis and Lactiplantibacillus plantarum and their potential antimicrobial activity against
common food pathogens have been investigated by Vougiouklaki et al. [2].

Furthermore, traditional fermented foods have long been recognized by various
communities to be good for health. Although the mechanisms by which fermented foods
can contribute to maintaining good health and preventing numerous illnesses remain un-
clear, technological developments and research on this topic are shedding new light on
this field. Some of the previously identified reasons for this are that some microorganisms
can improve the digestibility of macronutrients, help to improve the diversity of the gut
microbiota and strengthen the immune system, and produce secondary metabolites with
a beneficial effect on health. In this context, a more contemporary scientific and technical
evaluation of the use probiotics as a functional food is being implemented [3]. This eval-
uation requires assessing their survival through the gastrointestinal tract using agreed in
vitro colonic digestion models [4] and progressing the application of technologies and
food matrix features to improving their resistance and viability [5]. Moreover, identifying
novel probiotics from foods such as breast milk [6] is a challenge.
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