Table S3. Resistant genes carried in all, S. Typhimurium, and S. Typhimurium monophasic variant isolates

) All isolates ~ S. Typhimurium S. Typhimurium monophasic variant
Resistant gene

(n=215) (n=25) (n=84)

blatem-18 128 59.5% 19 76.0% 63 75.0%
floR 92  42.8% 13 52.0% 42 50.0%
sul2 90 419% 14 56.0% 44 52.4%
gnrS1 81 377% 12 48.0% 44 52.4%
aph(6)-1d 65 302% 4 16.0% 37 44.1%
aph(3")-1b 65 302% 5 20.0% 39 46.4%
tet(A) 58 27.0% 15 60.0% 7 8.3%
*tet(B) 52 242% 0 0 52 61.9%
sull 41 19.1% 1 4.0% 19 22.6%
aph(3')-la 37 17.2% 1 4.0% 21 25.0%
cmiAl 34 158% 9 36.0% 14 16.7%
aadAl 32 149% 9 36.0% 9 10.7%
sul3 31 144% 9 36.0% 5 6.0%
dfr412 25 11.6% 9 36.0% 1 1.2%
ARR-3 25 11.6% 1 4.0% 16 19.1%
aph(4)-la 25 116% 0 0 18 21.43%
aac(6')-1b-cr 24 11.2% 1 4.0% 14 16.67%
aac(3)-1V 24 112% 0 0 17 20.24%
tet(M) 23 10.7% 13 52.0% 2 2.38%
*Inu(F) 23 107% 0 0 18 21.43%
*blaoxa-10 23 10.7% O 0 19 22.62%
*dfirA14 21 9.8% 0 0 14 16.67%
*blactx-M-6s 21 9.8% 0 0 16 19.05%
*4ARR-2 21 9.8% 0 0 15 17.86%
aadA2 21 98% 9 36.0% 1 1.19%
*dfr427 200 9.3% 0 0 14 16.67%
*aadA16 20 93% 0 0 15 17.86%
aac(3)-11d 18 8.4% 1 4.0% 3 3.57%
blactx-m:ss 12 5.6% 1 4.0% 6 7.14%
mph(A) 10 4.7% 2 8.0% 0 0
bleO 9 4.2% 4 16.0% 4 4.76%
qnrB6 8 3.7% 0 0 3 3.57%
fosA7 8 3.7% 0 0 0 0
catB3 6 2.8% 1 4.0% 2 2.38%
aadA2b 6 2.8% 0 0 4 4.76%
blaoxa-1 5 2.3% 1 4.0% 2 2.38%
cml 4 1.9% 0 0 0 0
catA2 4 1.9% 0 0 1 1.19%
blactx-m-14b 4 1.9% 0 0 0 0
aadA22 4 1.9% 1 4.0% 2 2.38%
qnrS2 3 1.4% 0 0 1 1.19%
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