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Figure S1. The MLGO input phylogenetic tree. The tree includes 11 birds plus ostrich taken as an outgroup genome and was visualised using the ETE v3 toolkit (Hu et al., 2014). The respective Newick format tree can be written as (((((((Falco cherrug,Falco peregrinus),Melopsittacus undulatus),Phalacrocorax brasilianus),(Crotophaga ani,Columba livia)),Hydropsalis torquata),Gallus gallus),Struthio camelus); as inferred from the Prum et al. (2015) phylogeny for birds. Provisional support values (1) are shown in red.
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