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Message from the Guest Editors

Dear Colleagues,

Eukaryotes have evolved a wide variety of RNA decay
pathways to maintain cellular homeostasis, carry out
programs of gene expression, and respond to changing
environmental conditions. Individual RNA turnover
mechanisms can operate constitutively or under only
particular cellular conditions; similarly, some target many
RNAs, while others act with great specificity. It has become
increasingly clear that there are extensive interactions
between viruses and the host RNA decay machinery. O en,
the cellular RNA decay machinery poses a threat to viral
gene expression, but viruses can also manipulate RNA
decay pathways to promote viral replication. This special
issue focuses on how cellular RNA decay factors recognize
and degrade viral RNAs and viral strategies to subvert or
evade these pathways.
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Message from the Editor-in-Chief

Viruses (ISSN 1999-4915) is an open access journal which
provides an advanced forum for studies of viruses. It
publishes reviews, regular research papers,
communications, conference reports and short notes. Our
aim is to encourage scientists to publish their experimental
and theoretical results in as much detail as possible. There
is no restriction on the length of the papers. The full
experimental details must be provided so that the results
can be reproduced. We also encourage the publication of
timely reviews and commentaries on topics of interest to
the virology community and feature highlights from the
virology literature in the 'News and Views' section.

Electronic files or so ware regarding the full details of the
calculation and experimental procedure, if unable to be
published in a normal way, can be deposited as
supplementary material.
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