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Message from the Guest Editor
Nearly 40 years after the discovery that ncRNAs can
regulate gene expression, there is still excitement about
these RNAs. However, we still have only a partial
understanding of ncRNAs and their genes. Much needs
to be learned about their structure, function, and means
of origination. In terms of evolution, we know how some
ncRNA genes originated, e.g., by gene duplication or de
novo, originating from a non-genic genome region, but
there are few examples, and future research may
uncover new processes in the birth of ncRNA genes and
ncRNAs. This Special Issue is focused on evolutionary
origins and evolutionary development and includes four
major classes of ncRNA genes and ncRNAs: lncRNA
genes, miRNA genes, circular RNAs, and piRNAs. We
are pleased to invite investigators to contribute original
research or review articles that concern the evolution of
ncRNAs and ncRNA genes. 

Guest Editor
Prof. Dr. Nicholas Delihas
Department of Microbiology and Immunology, Renaissance School of
Medicine, Stony Brook University, Stony Brook, NY 11794, USA

Deadline for manuscript submissions
closed (20 September 2025)

Non-Coding
RNA

an Open Access Journal 
by MDPI

Impact Factor 3.0
CiteScore 7.4
Indexed in PubMed

mdpi.com/si/210376
Non-Coding RNA
Editorial Office
MDPI, Grosspeteranlage 5
4052 Basel, Switzerland
Tel: +41 61 683 77 34
ncRNA@mdpi.com

mdpi.com/journal/
ncrna

https://www.mdpi.com/si/210376
https://mdpi.com/journal/ncrna


Non-Coding
RNA

an Open Access Journal 
by MDPI

Impact Factor 3.0
CiteScore 7.4
Indexed in PubMed

mdpi.com/journal/
ncrna

About the Journal
Message from the Editor-in-Chief
This field finally has a dedicated journal where its broad
community can communicate and exchange its latest
findings in one centralized place. This field was built
stone by stone from the many scientific contributions
from extremely diverse horizons, studying gene
silencing in plants, position effect variegation in
drosophila or quelling in fungi. This field has achieved
maturity, but a lot remains to be discovered! Our aim is
to publish manuscripts from all horizons that will have a
high impact on the development of the field. Let’s have
fun and wish Non-Coding RNA a long and rewarding life!

Editor-in-Chief

Prof. Dr. George A. Calin
Department of Translational Molecular Pathology, Center for RNA
Interference and Non-Coding RNAs, University of Texas MD Anderson
Cancer Center, Houston, TX 77030, USA

Author Benefits

Open Access:
free for readers, with article processing charges (APC) paid
by authors or their institutions.

High Visibility:
indexed within Scopus, ESCI (Web of Science), PubMed,
PMC, CAPlus / SciFinder, and other databases.

Journal Rank:
JCR - Q2 (Genetics and Heredity) / CiteScore - Q1
(Genetics)

https://mdpi.com/journal/ncrna

