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The post-transcriptional control of gene expression is
an important mechanism at the RNA level. This control
is critical for the regulation of countless genes across
human tissues and plays a role in cell physiology and in
pathologies such neurodegenerative diseases and
cancer. At any stage after transcription arises, RNA
splicing, nuclear shuttling, and RNA stability are
controlled by the post-transcriptional control of gene
expression, as well as RNA processing, RNA transport,
and post-transcriptional. RNA-binding proteins (RBPs)
are proteins that interact with their target RNAs to form
ribonucleoprotein complexes and control this post-
transcriptional regulation of gene expression. Such
complexes regulate almost every aspect of post-
transcriptional processing such as pre-mRNA splicing,
translational control, cleavage and polyadenylation, and
RNA editing.Based on several investigations, a new
post-transcriptional regulatory mechanism is
represented by the IncRNAmMIiRNA-mRNA and circRNA-
miRNA-mRNA-ceRNA networks, involved in the
emergence and progression of various conditions in
humans.
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About the Journal

Message from the Editor-in-Chief

Genes is central to our understanding of biology, and
modern advances such as genomics and genome
editing have maintained genetics as a vibrant, diverse
and fast-moving field. There is a need for good quality,
open access journals in this area, and the Genesteam
aims to provide expert manuscript handling, serious
peer review, and rapid publication across the whole
discipline of genetics. Starting in 2010, the journal is now
well established and recognised. Why not consider
Genes for your next genetics paper?
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