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The function of protein molecules is influenced by their
structure and participation in various aspects of life
activities. The emergence of a series of bioinformatics
methods such as AlphaFold has improved the efficiency
of protein structure analysis and functional annotation.
Bioinformatics methods and tools are accelerating the
development of proteomics and pharmacomics. In
addition, the function of protein molecules can also
affect their networks, including protein–protein
interaction networks, drug–protein interactions, DNA–
protein interactions, and non-coding RNA–protein
interactions. A protein’s function and its network
complement each other in analyzing, predicting, and
guiding experiments. This Special Issue focuses on
analyzing and predicting the function and network of
protein molecules using bioinformatics methods. The
relevant content includes, but is not limited to:
- Protein–protein interaction recognition and analysis;
- Identification and analysis of drug–protein

interactions;
- RNA/DNA–protein interaction analysis;
- Identification and analysis of protein structure and

function.
 

Guest Editor
Dr. Yijie Ding
Yangtze Delta Region Institute (Quzhou), University of Electronic
Science and Technology of China, Quzhou 324000, China

Deadline for manuscript submissions
closed (31 December 2024)

Current Issues
in Molecular
Biology

an Open Access Journal 
by MDPI

Impact Factor 3.0
CiteScore 3.7
Indexed in PubMed

mdpi.com/si/186635
Current Issues in Molecular
Biology
Editorial Office
MDPI, Grosspeteranlage 5
4052 Basel, Switzerland
Tel: +41 61 683 77 34
cimb@mdpi.com

mdpi.com/journal/
cimb

https://www.mdpi.com/si/186635
https://mdpi.com/journal/cimb


Current Issues
in Molecular
Biology

an Open Access Journal 
by MDPI

Impact Factor 3.0
CiteScore 3.7
Indexed in PubMed

mdpi.com/journal/
cimb

About the Journal
Message from the Editor-in-Chief

Editor-in-Chief

Prof. Dr. Madhav Bhatia
Department of Pathology and Biomedical Science, University of Otago,
Christchurch, 2 Riccarton Avenue, P.O. Box 4345, Christchurch 8140,
New Zealand

Author Benefits

High Visibility:
indexed within Scopus, SCIE (Web of Science), PMC,
PubMed, Embase, CAPlus / SciFinder, FSTA, AGRIS, and
other databases.

Rapid Publication:
manuscripts are peer-reviewed and a first decision is
provided to authors approximately 17.8 days after
submission; acceptance to publication is undertaken in 2.7
days (median values for papers published in this journal in
the first half of 2025).

Recognition of Reviewers:
APC discount vouchers, optional signed peer review, and
reviewer names are published annually in the journal.

https://mdpi.com/journal/cimb

