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Message from the Guest Editors

Dear Colleagues,

Mining and analyzing data-based bioinformatics makes it
possible to screen key genes and pathways associated with
some diseases. Data-based bioinformatics can be
leveraged to create an atmosphere in which all
stakeholders can seamlessly access data and process it to
meet their needs. It can be used to explore protein
networks in the diagnosis of diseases. High-throughput
data-based bioinformatics strategies are efficient and
comprehensive research methods that have effectuated
new perspectives and remarkable breakthroughs in
resolving disease perplexities.

This Special Issue will publish papers on a wide range of
data-based bioinformatics topics and applications. This
Special Issue will also publish reviews for the users of
databases and analytical tools of contemporary genetics,
molecular and systems biology. Papers must focus on
novel informatics methods and its comparison to the
current approaches. This Special Issue will consider articles
describing novel computational algorithms and so5ware,
models and tools, including statistical methods, machine
learning and artificial intelligence, as well as systems
biology.
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