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Meia Ponte River. a. MP01 sampling point; b. MP02 sampling point; c. MP03 sampling point; d. MP04 sampling point.

Figure S1. Photograph demonstrating the sampling points of the



Table S1. Primers used in this study.

Antibiotic class

target gene

oligonucleotides

Reference

p-lactams

blakPC

F: 5’- GGCGGCTCCATCGGTGTG- 3’

R: 5’- AGGCCGGCTTGCTGGACAC- 3’

blaCTX-M

F: 5’- GGCGGCTCCATCGGTGTG- 3’

R: 5’- AGGCCGGCTTGCTGGACAC- 3’

blaSHV

F:5’- ATCTGGTGGACTACTCGCCGGT -3’

R: 5’ - CGGCCCCGCAGGATTGA -3’

blaOXA

F: 5’- GGCAGCGGGTTCCCTTGTC - 3’

R: 5’ - CCGCTGCAGCCCATTATCG -3’

blaCMY

F: 5’- GGATTAGGCTGGGAGATGCTGAA -3’

R: 5’ - GCATAAAACGGGCTCCACTGG - 3’

blaTEM

F:5’- TCCGTGTCGCCCTTATTCCC -3’

R:5’- CCTTGAGAGTTTTCGCCCCG - 3°

[1]

Quinolones

qnrA

F: 5°- ATTTCTCACGCCAGGATTTG-3’

R: 5’- GATCGGCAAAGG TTAGGT CA-3’

qnrB

F: 5°’- GAT CGTGAAAGCCAGAAAGG -3’

R: 5’- ACGATGCCTGGT AGTTGTCC-3’

gnrS

F: 5’- ACGACATTCGTCAACTGCAA -3’

R:5’- TAAATTGGCACCCTGTAGGC -3’

[2]

Fluoroquinolone

aac(‘6)-ib

F: 5’- TTGCGATGCTCTATG AGTGGC TA- 3’

R:5’- CTCGAATGCCTGGCGTGTTT-3’

[3]

Sulfonamides

sull

F: 5’- CCGTTGGCCTTCCTGTAAAG-3’

R:5’- TTGCCGATCGCGTGAAGT-3’

sul2

F: 5°- CGGCTGCGCTTCGATT-3’

R: 5’- CGCGCGCAGAAAGGATT-3’

[4]

sul3

F: 5’-CCCATACCCGGATCAAGAATAA-3’

R: 5’- CAGCGAATTGGTGCAGCTACTA-3’

[5]

Tetracyclines

tet(A)

F:5’- GCTACATCCTGCTTGCCTTC - 3’

R:5’- CATAGATCGCCGTGAAGAGG -3’

tet(B)

F: 5’- TTGGTTAGGGGCAAGTTTTG - 3°

R:5’- GTAATGGGCCAATAACACCG -3’

tet(M)

F: 5’- GTGGACAAAGGTACAACGAG -3’

R:5’- CGGTAAAGTTCGTCACACAC -3’

tet(O)

F:5’- AACTTAGGCATTCTGGCTCAC - 3’

R:5’- TCCCACTGTTCCATATCGTCA -3’

[6]

Macrolides

ermB

F:5- AAAACTTACCCGCCATACCA -3’

F:5-TTTGGCGTGTTTCATTGCTT -3’

ermC

F:5'- GAAATCGGCTCAGGAAAAGG -3’

F: 5'- TAGCAAACCCGTATTCCACG -3’

[71

Integron integrase class |

Intll

F:5'- ACATGCGTGTAAATCATCGTCG -3’

F:5'- CTGGATTTCGATCACGGCACG -3’

(8]

Amphenicols

floR

F:5'- CGGTCGGTATTGTCTTCACG -3’

F:5- TCACGGGCCACGCTGTAT -3’

cfr

F:5- TGTGCTACAGGCAACATTGGAT -3’

F:5'- CAAATACTTGACGGTTGGCTAGAG -3’

cmlA

F:5'- GCCAGCAGTGCCGTTTAT -3’

F:5'- GGCCACCTCCCAGTAGAA -3’

fexB

F: 5'- CCCGATAGATAATAATACAG -3’

F:5'- CACCAATAGTGGGAAGAT -3’

[]




Table S2. Percentage of bioprospecting of bacterial isolates from water and sediment samples from the Meia Ponte River.

Rain period Dry period Total
Family
Aeromonadaceae N& isolado 9.71% (10/103) 4.93% (10/203)
Gram-positive bacillus/rod 31% (31/100) 27.18% (28/103) 29.06% (59/203)
Enterobacteriaceae 28% (28/100) 33.01% (34/103) 30.54% (62/203)
Enterococcaceae not isolated 5.83% (6/103) 2.96% (6/203)
Moraxellaceae not isolated 3.88% (4/103) 1.97% (4/203)
Pasteurellaceae 18% (18/100) N&o isolado 8.87% (18/203)
Staphylococcaceae 23% (23/100) 20.39% (21/103) 21.67% (44/203)
Genus
Citrobacter not isolated 0.97% (1/103) 0.49% (1/203)
Enterococcus not isolated 5.83% (6/103) 2.96% (6/203)
Acinetobacter not isolated 2.91% (3/103) 1.48% (3/203)
Actinobacillus 18% (18/100) not isolated 8.87% (18/203)
Aeromonas N& isolado 9.71% (10/103) 4.93% (10/203)
Gram-positive bacillus/rod 31% (31/100) 27.18% (28/103) 29.06% (59/203)
Citrobacter 5% (5/100) N&o isolado 2.46% (5/203)
Enterobacter 1% (1/100) 0.97% (1/103) 0.99% (2/203)
Escherichia 1% (1/100) N& isolado 0.49% (1/203)
Moraxella N& isolado 0.97% (1/103) 0.49% (1/203)
Pantoe N&b isolado 2.91% (3/103) 1.48% (3/203)
Pantoea 3% (3/100) not isolated 1.48% (3/203)
Plesiomonas N&b isolado 9.71% (10/103) 4.93% (10/203)
Proteus 15% (15/100) 13.59% (14/103) 14.29% (29/203)
Salmonella 2% (2/100) 2.91% (3/103) 2.46% (5/203)
Serratia 1% (1/100) 0.97% (1/103) 0.99% (2/203)
Shingella not isolated 0.97% (1/103) 0.49% (1/203)
Staphylococcus 23% (23/100) 20.39% (21/103) 21.67% (44/203)
Total 49.26% (100/203) 50.74% (103/203) 100% (203/203)




Table S3. Spearman correlation of physicochemical and microbiological parameters of water and sediment samples from the Meia Ponte River.
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chloride 1.00
conductivity 0.88 1.00
apparent color -0.36 -0.60 1.00
hardness -0.17 -0.38 0.80 1.00
nitrate -0.67 -0.88 0.62 0.65 1.00
dissolverd oxygen 0.81 0.52 -0.12 -0.14 -0.43 1.00
pH -0.64 -0.52 -0.05 0.04 0.57 -0.69 1.00
water temperature -0.34 -0.11 -0.36 -0.75 -0.35 -0.16 -0.06 1.00
turbidity -0.21 -0.60 0.83 0.81 0.74 0.14 -0.05 -0.49 1.00
plaque count MacConkey sediment 0.41 0.41 -0.25 -0.25 -0.25 0.08 0.08 -0.25 -0.41 1.00
plague count Manitol sediment 0.79 0.51 -0.28 -0.03 -0.20 0.81 -0.25 -0.49 0.11 0.26 1.00
plague count VioletRed sediment 0.20 0.15 -0.70 -0.50 -0.09 0.24 0.03 0.19 -0.28 0.09 0.41 1.00
plague count R2A water -0.58 -0.58 0.41 0.08 0.41 -0.25 041 0.17 0.25 -0.14 -0.35 -0.35 1.00
plague count MacConkey water -0.34 -0.19 -0.41 -0.39 0.20 -0.47 0.86 0.12 -0.42 0.44 -0.07 0.26 0.26 1.00
plaque count Manitol water 0.40 0.29 0.29 0.12 -0.40 0.62 -0.88 0.10 0.26 -0.41 0.13 -0.29 -0.08 -0.91 1.00
plaque count VioletRed water -0.17 -0.59 0.76 0.67 0.68 0.27 -0.12 -0.37 0.98 -0.42 0.18 -0.14 0.25 -0.43 0.32 1.00
multiple tubes water -0.08 0.08 0.25 0.58 0.08 -0.41 -0.08 -0.42 0.08 -0.14 -0.35 -0.35 -0.14 -0.35 0.08 -0.08 1.00

Values highlighted in red are statistically significant (p-value <0.05).



Table S4. Loading matrix showing the main components of the physicochemical and microbiological dataset of water and
sediment samples from the Meia Ponte River.

PCA1 PCA2 PCA3 PCA 4 PCAS5 PCA 6 PCAT7
chloride -0.82 -0.40 0.27 -0.26 0.06 0.05 0.13
conductivity -0.95 -0.07 0.10 -0.24 -0.11 -0.01 0.10
apparent color 0.62 -0.41 -0.52 -0.10 -0.37 0.19 0.05
hardness 0.47 -0.73 -0.07 -0.37 0.31 -0.09 -0.02
nitrate 0.97 -0.12 0.16 0.08 0.08 0.01 0.08
dissolverd oxygen -0.58 -0.69 -0.18 0.11 -0.34 -0.13 -0.05
pH 0.68 0.50 0.40 -0.21 -0.06 -0.21 0.20
water temperature -0.15 0.75 -0.44 0.42 0.05 0.17 0.11
turbidity 0.66 -0.65 0.23 0.28 -0.11 0.05 -0.03
plague count MacConkey sediment -0.35 0.15 0.40 -0.61 -0.36 0.25 -0.36
plague count Manitol sediment -0.35 -0.50 0.65 0.16 -0.23 -0.30 0.17
plaque count VioletRed sediment -0.07 0.09 0.46 0.66 0.42 -0.12 -0.39
plague count R2A water 0.43 0.20 -0.42 0.07 -0.61 -0.42 -0.20
plaque count MacConkey water 0.19 0.77 0.54 -0.26 -0.05 -0.09 0.08
plague count Manitol water -0.79 -0.12 -0.38 0.43 0.14 -0.13 0.07
plaque count VioletRed water 0.42 -0.55 0.45 0.46 -0.15 0.28 0.06
multiple tubes water 0.25 -0.39 -0.31 -0.57 0.57 -0.16 -0.07
MPO1_rainy 1.62 -2.36 2.76 1.43 0.02 -0.42 -0.15
MPO02_rainy 1.48 -1.94 -1.24 -2.11 1.72 -0.31 -0.12
MPO3_rainy 1.46 -0.88 -0.88 0.66 -0.45 1.65 0.47
MPO4_rainy 2.57 0.99 -1.65 0.24 -1.85 -0.80 -0.34
MPO1_dry -2.06 0.72 1.59 -2.24 -1.09 0.49 -0.61
MP02_dry -3.76 -1.12 -0.60 0.16 -0.53 -0.61 1.05
MPO03_dry -2.56 0.78 -1.03 1.86 1.08 0.13 -0.97
MPO04_dry 1.24 3.80 1.05 -0.01 1.10 -0.12 0.67
Eigenvalue 5.71 3.99 2.52 2.21 1.49 0.61 0.46
% Total variance 33.60 23.46 14.85 13.01 8.76 3.59 2.72
Cumulative Eigenvalue 5.71 9.70 12.23 14.44 15.93 16.54 17.00

Cumulative % 33.60 57.07 71.92 84.93 93.69 97.28 100.00




Table S5. Percentage of sensitivity and resistance of bacterial isolates bioprospected from the Jo&b Leite stream, categorized by rainy season.

cat
Family ego AMI AMC AMP ATM CFZ CPM CFO CAZ CRO CIP CLO GEN MPM SUT TET Azl CLI ERI OXA LNZ PEN RIF VAN
ry
gram 83.87 9.68 9.68
positve L 0% 0% o0 0% 0% 0% o0 0w 0w o 129 32 gy 20645 845y, % 19 e 129 90648
rod ©0)  (O0) (439 @O (00)  (O0) (yaqy OO OO0 mmg apmoy wzo) @O (@m0 @m0y @ao) @B BB (gmg BB umg (@m0 (30
0) ) )
0, 0,
oam . 0% 0% 0% 0% 0% 0% % 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% (8/?0 0% (8/§’0 0% 0% 0%
pos ©0) () (0B) OO () (@0 @) ©0) OO ©30) ©0) ©) ©O) O ©3) ©0 o0 O e O o0 ©0 om0
gram 83.87 83.87 871 8387 9355 6774 9032 903 ., 611 7742 871 8387 611 9032
positve ¢ 0% 0% % 0% 0% 0% % 0% 0% % % % 0% % % % - % % % % % %
rod @0 (OO @ ©0 (0 OO @3 ©O0) OO0 @3 @B @B O (U @ @B e @3 @3 @3 @B @3 @8
0) 0) 0) 0) 0) 0) 0) 0) 0) 0) 0) 0) 0) 0)
9643 39.29 4286 8214 5714 7143 8571 82.14
I %gg;g’ % % %gg;g’ % 9% 2B BTy A % 0% 0% 0% 0% 0% 0% 0% 0%
acteri (] 0 0 (1)
acter oy e @ oaz G e @ gno o QB2 @2 gh (28 U2 @R (00) OO OO (©0) (©0) (@) @0 (0
8) 8) 8) 8) 8) 8) 8) 8)
o 10T e 3T 33T g g T4 A4 A0TL 1029 243 38T 38T 0n 0% ow 0% 0% 0% 0% 0% 0% 0%
aceae @re) 028 qpgy  ape @28 (O28)  opgy o8y (328) (a28) (628) (u28) (ues) (¥28)  (028)  (0/0)  (0/0)  (00)  (0/O)  (0FO) (00)  (0/0)  (0/O)
67.86 57.14 57.14 6429  60.71 71.43
e e 0w o % 0% % O e e 2857 T4 (7251(7; o 42 1T o om0 0% 0% 0% 0% 0%
acer (1;)/2 (0128)  (0/28) (186)/2 (0/28) (186)/2 (312%) (15)/2 (187)/2 @ @) (2;)/2 W e OO 00 (©0) (©0) @) @0 (©0) (0
7778 88.89 88.89 94.44 55.56
Pasteur [ 0% % w BI g 1067 T, B8 2222 2222 10T 06T 556 Ty 222 on 0% 0% 0% 0% 0% 0% 0%
ellaceae (0/18) (151)/1 (186)/1 ©/18) (186)/1 @/18) (187)/1 G5 @8 @iy (e @18 (W) (1;)/1 Wiy ©O @O @) @0 (©0) (©0) @) (0
Pastur | 0% 0% 0% 0% 0% 0% 0%  O% 0% 0% 0%  O% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0%
ellaceae (0/18) (0/18) (0/18) (0/18) (0/18) (0/18) (0/18) (0/18) (0/18) (0/18) (0/18) (0/18) (0/18) (0/18) (0/18) (0/0)  (0/0)  (0/0)  (0/0)  (0/0)  (0/0)  (0/0)  (0l0)
66.67 83.33 66.67 77.78 7778 8333 8333 9444 77.78
Pasteur ¢ %‘1)2;’/1" 222 LI Ty ALIL Ty 9%y, % % % % % % 0w 0% 0% 0% 0% 0% 0% 0%
ellaceae o @i @) (182)/1 @/18) (15)/1 (w1s) (182)/1 (1;)/1 (1;)/1 (1:)/1 (1:)/1 (187)/1 @/18) (151)/1 ©0) (0/0) (0/0) (0/0) (0/0) (0/)  (0/0)  (0/O)
5217  60.87 6522 6522 913 9565 9565 9565 9565
Saphyl 0% 0% 0% 0% 0% 0% 0% 0% 0% % % L0 0w % % % % %ggé’ % %ggé’ % % 0%
oce @0 (OO (©0) ©0 (©0) ©O) ©0 @) O @2z @2 2. o0 @2 e ez @ %% @ G @2 @2 oo
3) 3) 3) 3) 3) 3) 3) 3) 3)
i(tz?)ggg(! [ 0% 0% 0% 0% 0% 0% 0% 0% 0% 4;,25 8.7% 1?,)(?4 0% 4(;25 2%,/07 4 4(;25 0% (g;g’g 0% (8%’3 0% 0% 0%
o ©0) () (OO OO (©0) (0 ©) ©O0) ©0) oo @2) gy OO i gpa ghy @2 OF ez OF o2 @2 oo
43.48 69.57
o (00) (0/0) (00) (0/0) (0/0) (0l0) (0/0)  (0/0)  (0/0) (130)/2 a13) (1;3)/2 OO s @y wsy @y Y sy N sy wey ©O




Table S6. Percentage of sensitivity and resistance of bacterial isolates bioprospected from the Jo&b Leite stream, categorized by dry period.

cat
Family e AMI AMC AMP ATM CFZ CPM CFO CAZ CRO CIP CLO GEN MPM SUT TET AzI CLI ERI OXA LNZ PEN RIF VAN
ry
perom o 10% 0% 0%  30% 0% 0%  90%  10%  20%  20%  60%  20%  10%  20% 209 Q% Q% Q% % 0% 0% 0% 0%
2d (/10) (0/0) (0/0) (310) (00) (0/10) (9/10) (V10) (2/10) (210) (6/10) (210) (1/10) (210) (2/10) (0/0) (00)  (0/0)  (O/0)  (0/O) (00)  (0/0)  (O/O)
perem . 0% 0% 0% 0% 0%  30% 0%  20% 10% 20% 105  O% 0%  20% 109 % 0% 0% % 0% 0% 0% 0%
o (0/10) (0/0)  (0/0) (0/10) (00) (310) (0/0) (210) (/10) (210) (U10) (0/10) (0/10) (210) (U0) (0/0) (00)  (0/0)  (O/0)  (0/0) (00)  (0/0)  (O/O)
Berom g 9% 0% %  70% 0%  70% 10%  70%  70%  60%  30%  80%  90%  60%  70% 0% Q% 0% 0% % 0% 0% 0%
o 910) (/)  (0/0) (710) (00) (710) (U0) (7/10) (7/10) (6/10) (3/10) (8/10) (910) (6/10) (7/10) (0/0) (00)  (0/0)  (O/0)  (0/O) (00)  (00)  (O/O)
gram 46.43 5357 1286 8214 5357 4643 3571 3571
positve o 0% 0% % 0% 0% 0% oot 0w ow (OTh T80 2L g e ATSO g e 25T g s w  w
rod OO OO0 @I ©0) @0 OO g OO OO gpy ey @y OO0 092 gy (22 @2 gy OS2 (29 (32 @2 (02
) ) ) ) ) ) ) )
e | 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0%
pos (00) (00) (0/28) (0/0) (0/0) (0/0) (0/28) (0/0)  (0/0) (0/28) (0/28) (0/28) (0/0)  (0/28) (0/28) (0/28) (0/28) (0/28) (0/28) (0/28) (0/28) (0/28)  (0/28)
gram 5357 67.86 8929 8214 7857 4643 8214 5714 . 7143 4643 . 5357 6420 6429
positve 0% 0% % 0% 0% 0% % 0% 0% % % % 0% % % % o % % o % % %
rod O0) @0 (@S2 (OO (OO (OO @2 (0 (O @2 @2 @2 ©O0) @2 @2 @2 g @z @z G a2 e ase
8) 8) 8 8 8 8 8 8 8§ 8 § 8 8
8235 8235 2041 7647 7059 2941 3235 4118 3529 5294
prere o % w e wow A e P e g 200 TS e oe 0 o 0% 0% 0% 0% 0% 0%
@83 (283 (1013 (2603 413 03 (113 (143 (123 (183 (00) (00) (00) (00) (/) (/) (00)  (0/0)
aceae @) @° GRS 08 @Ry GRS ey OGS OF ary @ey G° O
phero 882 882 284 g gy MPTL 234 2047 882 ATES AATL g 988 g 2% o o 0w 0% 0% 0% 0% 0%
aceae @iRay @Ry sy OB OB won qpmay opay  @ka)  6ka)  Giay OB (opay OB gz (00 (00)  (00) (©0) (©0) (©0) (00) (00
82.35 70,59 82.35 7059  61.76 4412 7941 7647 6471  44.12
E;gferroi s % 8;52 1‘:;)71 % 23;)53 % 2%47 % % (51070//‘;, % % % % % 0% 0% 0% 0% 0% 0% 0% 0%
acter @5 ga oy @B ey @B gey @ @s UF a5z @ @ @s s 00 @) 00 ©) ©0) ©0 @O0 (0
4) 4) 4) 4) 4) 4) 4) 4) 4) 4)
Entero o 0% 0% 100% 0% % 0% 0% 0% 0%  50% 50% 0% 0% 0%  50% Q%  100% 100% Q%  100% 100% o0 100%
< @0 (OO (@) @) (OO (©0) ©) @O0 ©0) @ @) (©O0) ©) ©0 @) ©O) 66 66 O ©) 66 g0 66
Enteo 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% % 0% o0 0% 0% 0% 0% 0% 0% 0% 0%
< @0 (O (@ OO (OO (©0) ©O) @O0 ©O0) ©OF @O ©O0) ©O) OO i ©) O ©) ©O) ©) ©) ©OF (O
EnteO o 0% 0% 0% 0% 0% 0% 0% 0% 0%  50% 50% 0% Q% 0% o5 % 0% 0% 0% 0% 0% o0 0w
< @0 (OO () O OO (©O0) ©O) @O0 ©0) @ @) ©O0) ©O) OO L ©) O ©OF) ©O) O O e 06
Moraxe . 0%  100% 100% Q%  100% 0%  100% 25% 0% 0% 0% 0% 0%  50% 0% 0% 0% 0% 0% 0% 0% 0% 0%
llaceae (0/4)  (414) (44  (00)  (44)  (0/4)  (44)  (U4)  (0/4)  (0/4)  (00)  (0/4)  (0/4)  (2/4)  (0/4)  (0/0)  (0/0) (00) (0/0)  (0/0)  (0/0)  (0/0)  (0/0)
Moraxe | 0% 0% 0% 0% 0% 0%  O% 0%  50%  O% 0% 0% Q% 0%  75% Q% 0% 0% Q% 0% 0% 0% 0%
llaceae (0/4)  (0/4)  (0/4)  (0/0)  (0/4)  (0/4)  (0/4)  (0/4)  (2i4) (0/d)  (00)  (0/4)  (0/4)  (0/4)  (3/4)  (0/0) (0/0) (00) (0/0)  (0/0)  (0/0)  (0/0)  (0/0)
Moraxe ¢  100% Q% 0% 0% 0% 100% 0%  75%  50% 100% 0%  100% 100%  50%  25% Q% 0%  O% Q% 0%  O% 0% 0%
llaceae (44)  (0[)  (0/4)  (0/0)  (0/)  (44)  (0/4)  (34)  (214)  (44)  (00)  (44)  (44) (2/4) (U4 (0/0) (/) (00) (00) (0/0)  (0/0) (0/0)  (0/0)
52.38 80.95 9048 7619 9048 8571 8571 8571
Sphyl o 0% 0% 0% 0% 0% 0% 0% 0% p2 e 28T g LB et Tt e e e % w ow
(0/0)  (0/0)  (0/0) (0/0)  (0/0)  (0/0)  (0/0)  (0/0)  (0/O) ? (1172 0 (0/0) ) ? (172 (972  (16/2 (192 (18/2 (182 (18/2  (0/0)
eae @2 G e @21 ey Cf2 (F2 (P2 @3 (B2 (F2 (R

Staphyl 0% 0% 0% 0% 0% 0% 0% 0% 0% 9.52 9.52 9.52 0% 9.52 19.05 9.52 0% 14.29 0% 0% 0% 0% 0%




ococca ©0) (00) (0l (0lo) (0l) (0/o) (0lo) (0/0)  (0lo) % % % (00) % % % ©OR1) %  (0R1) (021) (0R21) (021) (0i0)
eae @21)  (2R1)  (221) @21)  (@4R1)  (2121) (3121)
76.19 61.9 5238 619
g;ﬁ‘c’z‘g’; 0% 0% 0% 0% 0% 0% 0% 0% 0% % 3;;1 % 0% % % 9;,22 9;,22 9;,22 9(;22 1‘:'%29 1‘;029 1‘},)029 0%
oce ©0) (00) (00) (00) (0l0) (0/0) (0l0)  (0/0)  (0/0) (116)/2 @) (113)/2 (0/0) (111)/2 (113)/2 Qo) @y ey @sy @ey  @sy  @sy OO




Table S7. Percentage of sensitivity and resistance of bacterial isolates bioprospected from the Jo&b Leite stream, total.

Cat
Family ego AMI AMC AMP ATM CFZ CPM CFO CAZ CRO CIP CLO GEN MPM SUT TET Azl CLI ERI OXA LNZ PEN RIF VAN
ry
e o 10% 0% 0%  30% 0% 0%  90% 0%  20%  20%  60%  20%  10%  20%  20% 0% 0% 0% 0% 0% 0% 0% 0%
2d (/10) (0/0)  (0/0) (310) (00) (0/10) (9/10) (V10) (210) (210) (6/10) (210) (V10) (2/10) (2/10) (0/0)  (0/0) (00) (00)  (0/0)  (O/0)  (0/O)  (0/O)
Aerom 0% 0% 0% 0% 0%  30% 0%  20% 10%  20%  10% 0% 0%  20%  10% 0% 0% 0% 0% 0% 0% 0% 0%
onadac |
o (0/10) (/)  (0/0) (0/10) (00) (310) (0/0) (210) (110) (210) (U/10) (0/10) (0/10) (2/10) (L/10) (O/0)  (0/0)  (00) (00)  (0/0)  (O/0)  (0/O)  (0/O)
Aerom o 9% 0% 0%  70% 0%  70% 109  70%  70%  60%  30%  80%  90%  60% 0% 0% 0% 0% 0% 0% 0% 0% 0%
R (910) (0/0) (0/0) (7/10) (00) (710) (U0) (7/10) (7/10) (6/10) (3/10) (8/10) (9/10) (6/10) (7/10) (0/0)  (0/0) (00) (00)  (00)  (O/0)  (0/O)  (0/O)
2881 22.03 40.68 2373 8305 1864 3550 1695 2881 2203 2034
e R 0% 0% % 0% 0% 0% % 0% o ol 1B L8O g MO et e e e w % %
i~ (00)  (00) (@75 (00) (0/0) (00) (135 (00)  (00) ey (oma)  (vse (OO (45 oo (145 (495 (1U5 (U5 (105 (175 (135 (12/5
ro 8) 8) (©F58)  ©F8  (759) g ™ Ty g s y 8 8 8 g
e | 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0%
postt (0/0) (00) (O/58) (0/0) (/) (0/0) (0/58) (0/0)  (0/0) (0/58) (0/58) (O/58) (0/0)  (0/58) (0/58) (0/58) (O/58) (0/58) (0/58) (0/58)  (0/58)  (0/58)  (0/58)
o 69.49 7627 88.14 8305 8644 5763 8644 7458 . 7966 6271 B8L36 6049 7627 7797
gam o 0% 0% % 0% 0% 0% % 0% 0% % % % 0% % % % % % % % % %
P ©00) (00) (415 (00) (/) (00) (455 (0/0) (0/0) (52/5 (495 (5U5  (0/0) (345 (515 (445 X (475 (375 (485 (45 (45/5  (46/5
rod 8) 8) 8) 8) 8) 8) 8) gy (%8 g 8) 8) 8) 8) 8)
Ertoro a5, 032 8871 3387 671 2097 7581 |, 2003 4355 5484 2097 2097 5806 66.13
chere o % % % % % % L % % % % % % % 0% 0% 0% 0% 0% 0% 0% 0%
acter ooy G656 @Us (46 (6 @6 g0, (86 @6 (W6 (W6 (¥ (6 (@Us (©O0) (OO () (©O0) @0 (OO (©0) (o)
) 2 2 2 2 2 2 2 2 2 2 2 2
1774 1613 17.74
Entero 968 484 323 161 806  4.84 9.68 161 484 161
; 0% % % % 0% 0% 0% 0% 0% 0% 0% 0% 0%
bacteri | % % % % % % % % % %
aceae ©Gl62) @l62) (@62 62 %D e (@62) (121)’ 6 (6/62) (120)/ 6 (121)’ 6 we2) ey V2 gy @O (OO (00) (00) (00) (00)  (00)  (0/0)
Entoro B8 Lo sos 6452 15 7097 1935 6774 6129 4032 2742 7742 7419 4194 3226
phero w48 y % 2% e % % % % % % % % % 0% 0% 0% 0% 0% 0% 0% 0%
acter U1 e slen (O ey (46 (126 (426 (@86 (S (76 (6 (@6 (66 (06 (O) (O) (O0) (OO) () (00) (O0) (O)
2) 2) 2) 2) 2) 2) 2) 2) 2) 2) 2) 2)
Entero 0% 0% 100% 0% 0% 0% 0% 0% 0%  50% 50% Q% 0% 0% 509 0% 1009 100% Q%  100% 100% o0 100%
< OO () (@) OO (OO (©O0) ©) OO0 (©0) @ @G (00 ©O) ©0 @) ©O0) @66 66 (©O0) 66 66 e 66
Enteo 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% o 0% 0% 0% 0% 0% 0% 0% 0%
< OO (0 (O @) (OO (©0) ©) @O0 ©0) ©OF O ©0) ©O) ©O g O ©F O (©0) ©OF O ©6) ©F
Fntero 0% 0% 0% 0% 0% 0% 0% 0% %  50% 50% Q% 0% 0% oo 0% 0% 0% 0% 0% 0% 900 o
< OO (0 (O OO (OO0 (©0) ©) @O0 ©0) @ @ ©00) ©O) ©0 o ©O0) ©F O (©O0) ©OF O e O
Moraxe . 0%  100% 100% 0%  100% Q%  100% 25% Q% 0% 0% Q% 0%  50% Q% 0% 0%  O% 0% 0% 0% 0% 0%
llaceae (0/4)  (41d)  (4/4)  (0/0)  (4/4)  (0/4)  (4/4)  (U4)  (0/4)  (0/4)  (0/0)  (0/4)  (0/4)  (2/4)  (0/4)  (0/0)  (0/0)  (0/0)  (0/0)  (0/0)  (0/0)  (0/0)  (O/O)
Moraxe 0% 0% 0% 0% 0% 0% 0% 0%  50% 0% 0% 0% 0% 0%  75% 0% 0% 0% 0% 0% 0% 0% 0%
|
llaceae (0/4)  (0/4)  (0/4)  (0/0)  (0/4)  (0/4)  (0/4)  (0/4)  (2/4)  (0/4)  (0/0)  (0/4)  (0/4)  (0/4)  (314)  (0/0)  (0/0)  (O/0)  (0/0)  (0/0)  (0/0)  (0/0)  (O/O)
Moraxe 100% 0% 0% 0% 0%  100% 0%  75%  50% 100%  O%  100% 100% 50%  25%  O%  O%  O%  O%  O% 0% 0% 0%
llaceae (4/4)  (0[4)  (0/4)  (0/0)  (0/)  (414)  (0/4)  (314)  (214)  (414) (00)  (44)  (44) (24) (U4 (00) (0/0) (0/0) (0/0) (0/0) (0/0)  (0/0)  (0/O)
7778 88.89 88.89 94.44 55.56
Pasteur o 0% % % 908 g 1067 g 3333 2222 2222 1067 1067 556 et 2222 gy 0% 0% 0% 0% 0% 0% 0%
ellaceae O18) (41 @B B (S i WL P e s aine @i wis (1 @hg OO OO (0O ©0) @0 (OO (©0) (0
8) 8) 8) 8) 8)




Pasteur | 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0% 0%

ellaceae (0/18) (0/18) (0/18) (0/18) (0/18) (0/18) (0/18) (0/18) (0/18) (0/18) (0/18) (0/18) (0/18) (0/18) (0/18)  (0/0)  (0/0)  (0/0)  (0/0)  (0/0)  (0/0)  (0/0)  (0/O)
66.67 83.33 6667 7778 7778 8333 8333 94.44 77.78

Pasteur ¢ %(l)g;/l" 22%22 11%11 % 11%11 % 5(',26 % % % % % % 4‘;:4 % 0% 0% 0% 0% 0% 0% 0% 0%

ellaceae (121 (15/1 (121 (141 (41 (151 (151 (171 (141 (00) (0/0) (0/0) (0/0) (0/0)  (0/0)  (0/0)  (0/0)

8 @ () “gT @) Tt @) g 8 8 8 5 gy ©18) g
Stanhw 3409 5682 2273 5227 4318 8636 9318 8864 9318 9318 9091 90.91
Ry R 0% 0% 0% 0% 0% 0% 0% 0% 0% % % % 0% % % % % % % % % % 0%
o (0l0)  (0/0) (0l0) (0/0) (0l0) (00) (00) (0l0)  (00) (I5/4  (25/4 (10/4  (0/0) (23/4 (19/4  (38/4 (A4 (394 (4UA  (4UA (4014 (404  (0I0)
4) 4) 4) 4) 4) 4) 4) 4) 4) 4) 4) 4)

g;zrc’?gc' [ 0% 0% 0% 0% 0% 0% 0% 0% 0% 6;)22 9;,29 1%,)36 0% 6;,22 2%):‘ > 6;,22 0% 6;,22 0% 0% 0% 0% 0%

oo O0) () () (00) (00) (OO) (O0) O OO gy gamy sy OO musy oumsy aaay O (gm0 (044 (044 (044 (0I0)
5009 3409 6591 4091 3636

g;zg:gc' s 0% 0% 0% 0% 0% 0% 0% 0% 0% % % % 0% % % 6;,22 6;,22 4(;25 6(;22 6;,22 9;,29 9;,29 0%

o (/) (0/0) (0/0) (0/0) (0/0)  (0/0)  (0/0)  (0/0)  (0/0) (246)/4 (1‘;5)/4 (25)/4 (0/0) (1;3)/4 (1‘:3)/4 (48 @4 ad) (148 (348 @aa)  (aaa) (OO




Table S8. Loading matrix showing the main components of the Gram-positive rod/bacillus and Staphylococcaceae resistance and
susceptibility dataset isolated from the Meia Ponte River sediment and water samples.

PCA1 PCA2 PCA3 PCA4 PCA5 PCA6 PCA7 PCA8 PCA9 PCAI10 PCA1ll PCAI12

CIP 0.48 -0.49 0.15 -0.21 0.10 -0.64 -0.20 0.06 -0.01 0.06 -0.04 -0.02

CLO 0.70 0.31 0.22 -0.17 0.20 -0.08 0.34 0.18 -0.36 -0.11 0.01 -0.02

GEN 0.44 -0.49 -0.10 0.48 -0.44 -0.03 0.27 0.25 -0.05 0.00 0.01 0.02

SUT -0.33 0.47 0.60 0.48 -0.10 -0.16 -0.18 0.04 -0.04 0.10 -0.02 0.00

TET 0.33 -0.53 0.32 0.23 0.54 0.38 -0.12 0.04 -0.03 -0.01 -0.01 0.01

AZI -0.73 0.04 -0.32 0.03 -0.02 0.04 -0.40 0.38 -0.21 -0.13 -0.06 0.00

CLI -0.38 -0.28 0.54 -0.44 -0.47 0.25 -0.06 0.03 -0.05 -0.05 0.00 -0.02

ERI -0.79 -0.22 0.05 0.22 0.00 -0.20 0.02 -0.37 -0.13 -0.27 0.08 -0.02

OXA -0.84 0.01 0.12 -0.01 0.18 -0.09 0.19 0.31 0.27 -0.06 0.08 -0.17

LNZ -0.90 -0.14 -0.05 0.02 0.06 0.00 0.24 -0.12 -0.11 0.10 -0.26 -0.08

PEN -0.89 -0.06 0.13 -0.10 0.15 -0.12 0.19 0.14 0.10 -0.04 -0.02 0.26

RIF -0.89 -0.16 -0.10 -0.05 0.07 0.01 0.04 -0.01 -0.25 0.28 0.18 0.00

Eigenvalue 5.52 1.26 0.98 0.84 0.83 0.71 0.56 0.51 0.36 0.21 0.12 0.11

% Total variance 45.98 10.49 8.17 7.02 6.88 5.89 4.70 4.26 2.99 1.74 0.99 0.89

Cumulative Eigenvalue 5.52 6.78 7.76 8.60 9.42 10.13 10.70 11.21 11.57 11.77 11.89 12.00
Cumulative % 45.98 56.47 64.64 71.66 78.54 84.43 89.13 93.39 96.38 98.12 99.11 100.00

Table S9. Loading matrix showing the main components of the resistance and susceptibility dataset of Enterobacteriaceae and
Pasteurellaceae isolated from water and sediment samples from the Meia Ponte River.

PCA PCA PCA PCA PCA PCA PCA PCA PCA PCA PCA PCA PCA PCA PCA
1 2 3 4 5 6 7 8 9 10 11 12 13 14 15
AMI 042 -035 -034 -015 -047 021 029 023 025 0.3 009 -024 -014 -002 0.8
AMC 048 -065 -002 -026 005 -001 -007 019 014 016 -017 034 -001 -008 0.7
AMP 047 -049 009 -002 035 -002 030 -040 020 -015 021 -013 018 -0.02  0.10
ATM 064 -036 029 025 025 -005 -008 027 010 -007 -013 -0.08  0.07 0.35 0.07
CFzZ 064 -054 -009 -032 004 -002 -009 -006 009 009 -015 -013 -006 011  -0.31
CPM 066 -031 023 006 -004 001 -039 -027 000 014 -024 -024 003 -022  0.07
CFO 034 -031 -030 036 019 052 -035 016 -009 -029 010 -001 -0.04 -008 -0.02
CAZ 057 -043 010 025 -0.02 029 014 -011 -020 0.0 0.25 0.15 0.07 003  -0.10
CRO 061 -041 002 001 033 -031 020 -001 -021 -017  0.03 005 -036 -0.10 -0.04
CIP 046 -022 -004 059 -016 -022 035 024 -017 000 -023  -0.07 017  -0.14  -0.05
CLO 053 000 -045 034 -016 004 007 -038 031 -014 -023 023 -001 006 -0.06
GEN 052 -0.09 022 052 -010 034 023 001 -026 -029 -020 0.7 019  -0.03  -0.04
MPM 042 -037 -038 -016 -026 -046 -029 007 -0.10 -014 025 0.05 023  -001 -0.04
SUT 058 -028 013 010 -051 -001 -007 -031 -035 -008 -002 -001 -014 0.9 0.13
TET 005 -011 079 016 -037 -003 -0.07 007 030 -018 0.6 011  -005 -010 -0.11
Eigenvalue 396 203 141 124 107 08 080 074 065 051 0.49 0.38 0.34 0.28 0.21
% Total variance 2641 1356 942 830 714 589 534 496 430 342 3.24 2.51 2.24 1.89 1.39
Cumulative 396 599 741 865 972 1061 1141 1215 12.80 1331 1380 1417 1451 1479  15.00
Eigenvalue
Cumulative % 2641 3996 49.38 57.68 64.82 70.70 76.04 8100 8531 8873 91.97 9448 9672  98.61 108'0
Table S10. Spearman correlation of the resistance and susceptibility dataset of Gram-positive rod/bacillus and
Staphylococcaceae isolated from water and sediment samples from the Meia Ponte River.
CIP CLO GEN SUT TET AZI CLI ERI OXA LNZ PEN RIF
CIP 1.00
CLO 0.35 1.00
GEN 0.32 0.16 1.00
SUT -0.33 -0.14 -0.26 1.00
TET 0.34 0.24 0.21 -0.18 1.00
AZI -0.38 -0.61 -0.34 0.21 -0.31 1.00
CLI -0.12 -0.28 -0.11 0.14 -0.07 0.17 1.00
ERI -0.32 -0.66 -0.26 0.28 -0.22 0.57 0.25 1.00
OXA -0.35 -0.49 -0.37 0.34 -0.24 0.61 0.27 0.61 1.00
LNZ -0.45 -0.61 -0.32 0.21 -0.27 0.61 0.30 0.82 0.72 1.00
PEN -0.35 -0.52 -0.41 0.30 -0.27 0.62 0.35 0.71 0.86 0.81 1.00
RIF -0.39 -0.62 -0.35 0.18 -0.26 0.72 0.32 0.74 0.67 0.84 0.77 1.00
Values highlighted in red are statistically significant (p-value <0.05).).
Table S11. Spearman correlation of the resistance and susceptibility dataset from the resistance and susceptibility dataset of
Enterobacteriaceae and Pasteurellaceae isolated from water and sediment samples from the Meia Ponte River.
AMI AMC AMP ATM CFZ CPM CFO CAZ CRO CIP CLO GEN MPM SUT TET
AMI 1.00
AMC  -0.06 1.00
AMP  -0.17 0.56 1.00
ATM 0.28 -0.05 -0.17 1.00
CFZ -0.07 0.67 0.68 -0.28 1.00
CPM 0.32 -0.15 -0.21 0.61 -0.22 1.00
CFO -0.07 0.36 0.30 -0.08 0.36 -0.15 1.00
CAZ 0.31 -0.04 -0.14 0.52 -0.26 0.48 0.00 1.00
CRO 0.24 -0.04 -0.07 0.56 -0.20 0.47 020 044 1.00




CIP -0.19 0.22 0.23 -0.15 0.23 -0.33 0.28 -0.16 -0.20 1.00

CLO 0.35 -0.36 -0.29 0.21 -0.37 0.30 -0.05 0.24 0.24 -0.15 1.00

GEN 0.42 -0.11 -0.18 0.26 -0.20 0.32 -0.26 0.29 0.36 -0.40 0.08 1.00

MPM 0.43 -0.08 -0.18 0.25 -0.09 0.42 -0.10 0.24 0.39 -0.21 0.29 0.17 1.00

SUT -0.15 0.29 0.33 -0.37 0.44 -0.21 0.25 -0.18 -0.31 0.41 -0.27 -0.20 -0.08 1.00

TET -0.03 0.05 0.01 0.20 -0.03 0.11 -0.13 0.07 -0.08 0.14 -0.22 0.00 -0.11 0.25 1.00

Values highlighted in red are statistically significant (p-value <0.05).



Table S12. Detection of the presence or absence of resistance genes in water and sediment samples from the Meia Ponte River, discrimination of prevalence by period and sample.

Antibiotic Class Target gene Rain period Dry period Water sample Sediment sample
P (n9 P (%) A9 A (%) P(ng P (%) A9 A (%) P (n9 P (%0) A9 A (%) P (n9 P (%) A9 A (%)
blaKPC 8 100.00% 0 0.00% 5 62.50% 3 37.50% 5 62.50% 3 37.50% 8 100.00% 0 0.00%
blaCTX-M 0 0.00% 8 100.00% 0 0.00% 8 100.00% 0 0.00% 8 100.00% 0 0.00% 8 100.00%
B-lactams blaSHV 2 25.00% 6 75.00% 4 50.00% 4 50.00% 3 37.50% 6 75.00% 3 37.50% 5 62.50%
blaOXA 8 100.00% 0 0.00% 4 50.00% 4 50.00% 5 62.50% 3 37.50% 7 87.50% 1 12.50%
blaCMY 8 100.00% 0 0.00% 5 62.50% 3 37.50% 5 62.50% 3 37.50% 8 100.00% 0 0.00%
blaTEM 0 0.00% 8 100.00% 0 0.00% 8 100.00% 0 0.00% 8 100.00% 0 0.00% 8 100.00%
gnrA 8 100.00% 0 0.00% 6 75.00% 2 25.00% 6 75.00% 2 25.00% 8 100.00% 0 0.00%
Quinolones qnrB 7 87.50% 1 12.50% 8 100.00% 0 0.00% 8 100.00% 0 0.00% 7 87.50% 1 12.50%
qnrS 8 100.00% 0 0.00% 4 50.00% 4 50.00% 4 50.00% 4 50.00% 8 100.00% 0 0.00%
Fluoroquinolones aac(‘6)-ib 8 100.00% 0 0.00% 7 87.50% 1 12.50% 7 87.50% 1 12.50% 8 100.00% 0 0.00%
sull 8 100.00% 0 0.00% 7 87.50% 1 12.50% 7 87.50% 1 12.50% 8 100.00% 0 0.00%
Sulfonamides sul2 8 100.00% 0 0.00% 8 100.00% 0 0.00% 8 100.00% 0 0.00% 8 100.00% 0 0.00%
sul3 8 100.00% 0 0.00% 5 62.50% 3 37.50% 6 75.00% 2 25.00% 7 87.50% 1 12.50%
tet(A) 8 100.00% 0 0.00% 6 75.00% 2 25.00% 6 75.00% 2 25.00% 8 100.00% 0 0.00%
Tetracyclines tet(B) 8 100.00% 0 0.00% 4 50.00% 4 50.00% 4 50.00% 4 50.00% 8 100.00% 0 0.00%
tet(M) 8 100.00% 0 0.00% 5 62.50% 3 37.50% 5 62.50% 3 37.50% 8 100.00% 0 0.00%
tet(O) 8 100.00% 0 0.00% 5 62.50% 3 37.50% 6 75.00% 2 25.00% 7 87.50% 1 12.50%
Macrolides ermB 8 100.00% 0 0.00% 5 62.50% 3 37.50% 5 62.50% 3 37.50% 8 100.00% 0 0.00%
ermC 8 100.00% 0 0.00% 8 100.00% 0 0.00% 8 100.00% 0 0.00% 8 100.00% 0 0.00%
Integron integrase class | Intl1 7 87.50% 1 12.50% 4 50.00% 4 50.00% 3 37.50% 4 50.00% 8 100.00% 0 0.00%
floR 8 100.00% 0 0.00% 6 75.00% 2 25.00% 6 75.00% 2 25.00% 8 100.00% 0 0.00%
Amphenicols cfr 8 100.00% 0 0.00% 5 62.50% 3 37.50% 5 62.50% 3 37.50% 8 100.00% 0 0.00%
cmlA 0 0.00% 8 100.00% 0 0.00% 8 100.00% 0 0.00% 8 100.00% 0 0.00% 8 100.00%
fexB 0 0.00% 8 100.00% 0 0.00% 8 100.00% 0 0.00% 8 100.00% 0 0.00% 8 100.00%
Total 152 39.58% 40 10.42% 111 28.91% 81 21.09% 112 29.17% 80 20.83% 151 39.32% 41 10.68%

a: denota auséncia; p: denota presen@. MP__: rio Meia Ponte seguido do nUmero do ponto amostral.



Table S13. Loading matrix showing the main components of the presence and absence of ARGs in the water and sediment
samples of the Meia Ponte River.

PCA1 PCA2 PCA3 PCA 4 PCA5 PCA 6 PCAT7 PCA8
blakPC -0.91 -0.10 0.35 -0.16 0.08 -0.01 0.04 -0.02
blaSHV 0.05 0.51 0.38 0.54 -0.05 -0.54 0.06 -0.12
blaOXA -0.80 -0.06 0.43 0.23 -0.28 0.15 0.04 0.06
blaCMY -0.91 -0.10 0.35 -0.16 0.08 -0.01 0.04 -0.02
qnrA -0.69 -0.68 0.21 -0.04 0.06 -0.06 0.01 -0.04
qnrB 0.18 -0.04 -0.03 -0.64 -0.69 -0.26 -0.01 -0.01
qnrS -0.97 -0.02 -0.19 -0.06 0.04 -0.01 -0.10 -0.10
aac(‘6)-ib -0.53 0.77 0.28 -0.20 0.06 0.07 0.05 0.02
sull -0.53 0.77 0.28 -0.20 0.06 0.07 0.05 0.02
sul3 -0.57 -0.55 0.31 0.38 -0.35 0.12 0.02 0.05
tet(A) -0.58 -0.25 -0.69 0.11 -0.03 -0.09 0.31 0.04
tet(B) -0.97 -0.02 -0.19 -0.06 0.04 -0.01 -0.10 -0.10
tet(M) -0.75 -0.50 -0.38 0.06 0.00 -0.05 -0.14 -0.12
tet(O) -0.47 0.59 -0.25 0.39 -0.41 0.21 -0.11 0.01
ermB -0.91 -0.10 0.35 -0.16 0.08 -0.01 0.04 -0.02
Intll -0.85 0.01 -0.16 0.03 0.13 -0.31 -0.25 0.28
floR -0.58 0.66 -0.45 -0.03 -0.01 0.05 -0.14 -0.08
cfr -0.82 0.26 -0.41 -0.03 0.01 -0.04 0.30 0.05
MPO1 rainy water 1.79 -0.20 -0.10 -0.36 0.46 0.66 0.04 0.11
MPO2 rainy water 1.23 0.36 0.19 0.66 0.65 -1.64 -0.64 1.01
MPO03 rainy water 1.82 0.35 0.42 0.60 0.37 -0.77 0.25 -0.52
MPO04 rainy water 1.79 -0.20 -0.10 -0.36 0.46 0.66 0.04 0.11
MPO1 dry water -6.01 5.35 1.54 -0.81 0.20 0.19 0.11 0.03
MPO2 dry water -4.79 -3.21 1.82 -0.24 0.18 0.13 -1.42 -0.35
MPO3 dry water -6.01 -3.26 -0.26 0.00 0.10 -0.35 1.45 0.27
MPO04 dry water -2.99 0.87 -4.96 0.64 -0.25 0.00 -0.52 -0.19
MPO1 rainy sediment 1.79 -0.20 -0.10 -0.36 0.46 0.66 0.04 0.11
MPO02 rainy sediment 1.79 -0.20 -0.10 -0.36 0.46 0.66 0.04 0.11
MPO03 rainy sediment 1.79 -0.20 -0.10 -0.36 0.46 0.66 0.04 0.11
MPO4 rainy sediment 2.02 -0.29 -0.19 -2.69 -2.47 -0.73 -0.02 -0.02
MPO1 dry sediment 1.79 -0.20 -0.10 -0.36 0.46 0.66 0.04 0.11
MPO2 dry sediment 1.82 0.35 0.42 0.60 0.37 -0.77 0.25 -0.52
MPO3 dry sediment 1.82 0.35 0.42 0.60 0.37 -0.77 0.25 -0.52
MPO04 dry sediment 0.38 0.32 1.17 2.80 -2.27 0.77 0.03 0.19
Eigenvalue 9.26 3.42 2.16 1.23 0.90 0.56 0.33 0.15
% Total variance 51.42 18.99 11.98 6.85 4.99 3.11 1.85 0.81
Cumulative Eigenvalue 9.26 12.67 14.83 16.06 16.96 17.52 17.85 18.00

Cumulative % 51.42 70.42 82.40 89.24 94.24 97.34 99.19 100.00




Table S14. Spearman correlation of the dataset of the presence and absence of ARGs from water and sediment samples from the Meia Ponte River.

blakPC blaSHV blaOXA blaCMY gnrA gnrB gnrS aac(‘6)-ib sull sul3 tet(A) tet(B) tet(M) tet(O) ermB Intll floR cfr
blaKPC 1.00
blaSHV -0.04 1.00
blaOXA 0.83 0.15 1.00
blaCMY 1.00 -0.04 0.83 1.00
gnrA 0.79 -0.29 0.65 0.79 1.00
qnrB -0.12 -0.20 -0.15 -0.12 -0.10 1.00
gnrS 0.83 -0.15 0.67 0.83 0.65 -0.15 1.00
aac(“6)-ib 0.54 0.33 0.45 0.54 -0.10 -0.07 0.45 1.00
sull 0.54 0.33 0.45 0.54 -0.10 -0.07 0.45 1.00 1.00
sul3 0.59 -0.04 0.83 0.59 0.79 -0.12 0.46 -0.12 -0.12 1.00
tet(A) 0.30 -0.29 0.22 0.30 0.43 -0.10 0.65 -0.10 -0.10 0.30 1.00
tet(B) 0.83 -0.15 0.67 0.83 0.65 -0.15 1.00 0.45 0.45 0.46 0.65 1.00
tet(M) 0.59 -0.37 0.46 0.59 0.79 -0.12 0.83 -0.12 -0.12 0.59 0.79 0.83 1.00
tet(O) 0.18 0.29 0.46 0.18 -0.18 -0.12 0.46 0.54 0.54 0.18 0.30 0.46 0.18 1.00
ermB 1.00 -0.04 0.83 1.00 0.79 -0.12 0.83 0.54 0.54 0.59 0.30 0.83 0.59 0.18 1.00
Intll 0.71 0.03 0.54 0.71 0.56 -0.17 0.86 0.38 0.38 0.37 0.56 0.86 0.71 0.37 071 1.00
floR 0.30 0.10 0.22 0.30 -0.14 -0.10 0.65 0.68 0.68 -0.18 0.43 0.65 0.30 0.79 0.30 0.56 1.00
cfr 0.59 -0.04 0.46 0.59 0.30 -0.12 0.83 0.54 0.54 0.18 0.79 0.83 0.59 0.59 0.59 0.71 0.79 1.00

Values highlighted in red are statistically significant (p-value <0.05).
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Figure S2. PCA of physicochemical, microbiological parameters and presence and absence of ARGs.
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