
 

 
Figure S1. N. yezoensis Cyclin B and CDKB sequence analyses (a,b) and phylogenetic trees (c,d). (a): DL500 

marker (M) and the amplification of the partial coding sequence fragments of Cyclin B (1); (b): DL2000 

marker (M) and the amplification of the complete CDKB (2); (c,d): the phylogenetic trees of Cyclin B and 

CDKB. 

 


