0.77

— SDR family oxidoreductase [Anabaenopsis circularis]

L—— SDR family oxidoreductase [Synechococcus sp. PCC 7336]

0.57

0.99

SDR family oxidoreductase [Nodularia spumigenal
3-oxoacyl-[acyl-carrier-protein] reductase [Prochlorococcus marinus]
3-oxoacyl-[acyl-carrier-protein] reductase [Cylindrospermopsis raciborskii]

1

3-oxoacyl-[acyl-carrier-protein] reductase [Dolichospermum circinale]

3-oxoacyl-[acyl-carrier-protein] reductase [Spirulina major]

3-oxoacyl-[acyl-carrier-protein] reductase [Microcystis aeruginosa NIES-843]
glucose 1-dehydrogenase [Xenococcus sp. PCC 7305]

glucose 1-dehydrogenase [Anabaena sp. PCC 7120]

2,5-dichloro-2,5-cyclohexadiene-1,4-diol DH [Synechococcus sp. WH 8020]
SDR family oxidoreductase [Nostoc piscinale]

0.25

0.0:

0.0

0.25f

glucose 1-dehydrogenase [Acaryochloris sp. RCC1774]
SDR family oxidoreductase [Mastigocladopsis repens)
SDR family oxidoreductase [Chroococcidiopsis cubanal
SDR family oxidoreductase [Nostoc flageliforme]
2,5-dichloro-2,5-cyclohexadiene-1,4-diol DH [Microcoleus asticus IPMA8]
SDR family oxidoreductase [Synechocystis sp. PCC 7509]
SDR family oxidoreductase [Phormidium tenue)
glucose 1-dehydrogenase [Anabaena cylindrica]
SDR family oxidoreductase [Leptolyngbya sp. SIO1D8]
SDR family oxidoreductase [Atlanticothrix silvestris]
SDR family oxidoreductase [Brasilonema sennae]
glucose 1-dehydrogenase [Cyanothece sp. PCC 7425]
2,5-dichloro-2,5-cyclohexadiene-1,4-diol DH [Crocosphaera chwakensis CCY0110]
97— SDR family oxidoreductase [Cylindrospermum stagnale]
2,5-dichloro-2,5-cyclohexadiene-1,4-diol DH partial [uncultured Leptolyngbya sp.]
SDR family oxidoreductase [Okeania hirsuta)
1 glucose 1-dehydrogenase [Dendronalium phyllosphericum]
glucose 1-dehydrogenase [ Tolypothrix bouteillei]
glucose 1-dehydrogenase [Scytonema tolypothrichoides]
0.94 SDR family oxidoreductase [Fischerella muscicola]
SDR family oxidoreductase [Nostoc punctiformel]
SDR family oxidoreductase [Aetokthonos hydrillicola]
SDR family oxidoreductase [Calothrix desertica)
SDR family oxidoreductase [Gloeobacter violaceus]
1 SDR family oxidoreductase [Myxosarcina sp. GI1]
SDR family oxidoreductase [Pleurocapsa sp. PCC 7319]

0.99

0.92

0.75

0.5





