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Table S1. Characteristics of untreated sludge

-: shotgun metagenomic sample not taken, *: shotgun metagenomic sample taken.
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Figure S1. Taxonomic cell counts in the untreated sludge before oxidation or stagnation, Other: species with less than 5% of total
cell counts.
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Figure S2. a) Microbial communities at the phylum level, b) Cyanobacterial communities at the order level, and c) Cyanobacterial
communities at the genus level in the sludge samples.
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a) 17 August 2018: cell counts
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b) 5 September 2018: cell counts
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Figure S3. Taxonomic cell counts on a) 17 August and b) 5 September; MC concentrations on c) 17 August and d) 5 September in

the sludge supernatant after on-site oxidation.
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Figure S4. MC concentrations during laboratory oxidation followed by stagnation
on a) 31 July using 5 and 10 mg KMnO4/L, b) 7 August using 5, 10 mg/L KMnOs and
10, 20 mg/L H20z, and c) 17 August using 5 and 10 mg/L KMnOs, CT: exposure
(mg.min/L), CTO: Before oxidation, day: stagnation day.
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Figure S5. Principal component analysis (PCA) of cyanobacterial communities and cyanobacterial species grouped at the order
level on oxidized/ stagnated samples in the laboratory scale on a) 7 August, PC1: 68.6, PC2: 21.5% and b) 17 August, PC1: 64.8,

PC2: 28.1%. Significant parameters (p <0.05): stagnation time after oxidation by KMnOs, and oxidation by H202.
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Figure S6. a) Principal component analysis (PCA) on sludge samples after on-site oxidation followed by stagnation on 17 August,
PC1: 66.5%, PC2: 26.6%, b) Cyanobacterial species grouped at the order level.
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Figure S7. Differential heat tree demonstrating changes in microbial and cyanobacterial taxonomic profiles of KMnOs oxidized sludge for 72 h at
T0/T38. TO: not stagnated after oxidation, T38: stagnated for 38 days after oxidation. The intensity color of nodes and edges are correlated with the
abundance of taxa in each community. The green color indicates that the taxa is more abundant in the sludge at TO than the sludge at T38, while the

orange color indicates the opposite.



