Supplementary Figure and Table captions

Figure S1 Community diversity in background cores. Alpha Diversity, calculated as Faith’s Phylogenetic Diversity and by number of OTUs in the background cores.
Figure S2 Community diversity in jet fuel contaminated cores. Alpha Diversity, calculated as Faith’s Phylogenetic Diversity and by number of OTUs in the jetfuel contaminated cores.
Figure S3 Community diversity in diesel contaminated cores. Alpha Diversity, calculated as Faith’s Phylogenetic Diversity and by number of OTUs in the diesel contaminated cores.
Figure S4 Community diversity in crude oil contaminated cores. Alpha Diversity, calculated as Faith’s Phylogenetic Diversity and by number of OTUs in the crude oil contaminated cores.
Figure S5 Most abundant taxa in background cores. Heatmap of the most abundant (>2 %) taxa in the background cores, based on next generation sequencing of 16S rRNA genes.

Table S1 PERMANOVA analysis and pairwise comparison.
