Figure S2: Core genome phylogeny of 94 S. rostri isolates. The tree includes the 81 study S. rostri
isolates, the S. rostri DSM21968 reference strain, and 12 extra S. rostri isolates (SR_extral-11, red font)-
The extra S. rostri isolates were found in mixed culture with >1 other bacterial species and thereby
excluded from the overall study as contaminated. The tree was re-rooted from the reference strain.
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