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Supplementary Figure S1. B cell epitope prediction, showing that the majority of the
PmpD protein and passenger domain (AA 108-1193) is predicted to be surface-
exposed and a possible B cell epitope (Immune Epitope Database Antibody Epitope
Prediction Tool). FxxN 1 location is shown in blue box.
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Supplementary Figure S2. QB-FxxN 1.1 and QB-FxxN 1.2. Time course of infection for
mice immunized with QB-FxxN 1.1 or QB-FxxN 1.2, over days 3 through 9 post-infection.
Statistical analysis was performed utilizing nonparametric Mann-Whitney t-test.
Quantitative data represents the geometric mean. QB control is the same as shown in
Figure 4.



