
Figure S1: Design strategy of 329 SOSIP.v8.2 Env trimer.
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a described in Sanders et al., Plos Pathogens 2013
b described in de Taeye et al., Cell 2015. The variant 64K (v4.1) is used for BG505 and B41; while the variant 66R (v4.2) is used for the rest of strains, including AIIMS_329
c described in Torrents de la Peña et al., Cell Reports 2017. 72C-564C (v5.1) is an alternative disulfide bond that works as well as 73C-561C (v5.2), but we generally use the latter.
d described in Guenaga et al., Journal of Virology 2015. All these mutations are naturally present in BG505 wildtype.
e described in Guenaga et al., Immunity 2017.
f described in Steichen et al., Immunity 2016. 
g described in Andrabi et al., Immunity 2015. 
* All these mutations are naturally present in AIIMS_329 wildtype.
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A
329 SOSIP.v8.2

Figure S2: BN-PAGE analysis of 329 Env trimer and assembled NP. A. 2 μg of PGT145 purified 329 
SOSIP.v8.2 fractions were analyzed on 4-16% Bis-Tris NativePAGE. B. 2 μg of 329 SOSIP-ferritin NP was 
analyzed on 4-16% Bis-Tris NativePAGE. C. 2 μg of assembled 329 SOSIP-I53-50 NP was analyzed on 3-12% Bis-
Tris NativePAGE. 
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Figure S3: Site-specific glycan analysis of 329 SOSIP.v8.2 Env trimer. Compositional site-specific glycan
analysis of 329 SOSIPv8.2 Env trimer. The graphs summarize quantitative mass spectrometric analysis of the 
glycan population present at individual N-linked glycosylation sites simplified into categories of glycans. The 
oligomannose-type glycan series (M9 to M5; Man9GlcNAc2 to Man5GlcNAc2) is colored green, afucosylated 
and fucosylated hybrid-type glycans (hybrid and Fhybrid) are hatched pink, and complex glycans are grouped 
according to the number of antennae and presence of core fucosylation and are colored pink. Unoccupancy of an 
N-linked glycan site is represented in grey. The site-specific glycosylation of  N462 and N462b could not be 
resolved but instead the data represent glycans detected at either N462 or N462b.
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Table S1: HIV-1 bnAbs, non-nAbs and sCD4 neutralization IC50 values (µg/mL) of AIIMS_329 env 
pseudovirus 329.14.B1. 
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Table S2: Site-specific glycosylation of 329 SOSIPv8.2 Env trimers. 

*Glycans detected for N462 and N462b represent those occupying N462 or N462b
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Table S3: Rabbit plasma neutralization ID50 titers. 
Here N/A refers to ‘not applicable’ and ND refers to ‘not determined’.

MuLV RNB1 RTE6 MW965.26 SF162 25710 BG505
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