
Supplemental Figure S1. Alignment of rCpal and 
rCpa2 

rCpal accession no. KY883768, 586 AA 

rCpa2 accession no. WAB54687.1, 586 AA 

CLUSTAL 0(1.2.4) multiple sequence alignment 
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MGSSHHHHHHSSGLVPRGSHMGPGPGMQFSHALIALVAAGLASAQLPDIPPCALNCFVEA 
************************************************************ 

LGNDGCTRLTDFKCHCSKPELPGQITPCVEEACPLDARISVSNIVVDQCSKAGVPIDIPP 

LGNDGCTRLTDFKCHCSKPELPGQITPCVEEACPLDARISVSNIVVDQCSKAGVPIEIPP 
******************************************************** · *** 

VDTTAAPEPSETGPGPQv!KFSLLSAIAAAVFVPFTSATPLASTADLSYDTHYDDPSLP�S 

VDTTAAPEPSETGPGPQv!KFSLLSAIAAAVFVPFTSATPLASTTDLSYDTHYDDPSLA<LS 
******************************************* · ************* ** 

GVTCSDGDNGMITKGYNTAGEIPNYPHVGGAFTVETWNSPNCGKCYKVTYNAKTIFLTAI 

GVTCSDGDNGMITKGYNTAGEIPNYPHVGGAFTVETWNSPNCGKCYKVTYNAKTIFLTAI 
************************************************************ 

DHSNSGFNIAKKSMDVLTNGRAEELGRIKVTYEEVASSLCGLKGPGPQv!ASLKAGDSFPS 

DHSNSGFNIAKKSMDVLTNGRAEELGRIKVTYEEVASSLCGLKGPGPG1ASLKAGDSFPS 
************************************************************ 

DVVFSYIPWTPDNKDIKACGMPQNYEASKLWADKKVVLFSLPGAFTPTCSASHLPGYIQK 

DVVFSYIPWTPDNKDIKACGMPQNYEASKLWADKKVVLFSLPGAFTPTCSASHLPGYIQK 
************************************************************ 

LPQLKEKGVDVVA.VLAFNDAWVMSAWGKANGVTGDDILFLSDPEAKFSKSIGWNAGERTG 

LPQLKEKGVDWAVLAFNDAWVMSAWGKANGVTGDDILFLSDPEAKFSKSIGWNAGERTG 
************************************************************ 

RYAMIIDHGQVTYAEIEPGREVTVSGADAVISKLGPGPGMRNSILLAATVLLGCTSAKVH 

RYAIIIDHGKVTYAEIEPGREVTVSGADAVFSKLGPGPGMRNSILLAATVLLGCTSAKVH 
*** · ***** · ******************** · ***************************** 

. . . 

GPGPGHVRALGQKYFGSLPSSC:"QQTVGPGPGPAKVDVLLAQSLKLADVLKFGPGPGNGLA 

GPGPGHVRALGQKYFGSLPSSC:"QQTVGPGPGPAKVDVLLAQSLKLADVLKFGPGPGNGLA 
************************************************************ 

TTGTLVLEWTRLSDITGPGPGTPLVVYIPNYPYTTWSNISTGPGPG 

TTGTLVLEWTRLSDITGPGPGTPLVVYIPNYPYTTFSNISTGPGPG 
*********************************** · ********** 
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Supplementary Table S1. Primer sequences and predicted sizes of PCR amplicons of the 

Coccidioides antigens 

Antigen Primer Sequences· PCR Reference 

GenBankNo. amplicon 

size (bp) 

Forward: Jiang et a 1, 

5'-AATCGTTCTCGTCCGTTAGA-3' 1999 

Peng et al, 

Ag2/Pra 19 99 
585 

(XM 003069107) Reverse: Kirkland et al, 

5'-CTCCTCGGTTGGCTCAG-3' 1998 

Herr et al, 

2007 

Forward: Pan et al, 1995 

Cs-Ag 5'-GGGAAAGATGAAGTTCTCACTCCT-3' Shubitz et al, 
443 

(XM 00306593 2) Reverse: 2006 

5'-GCACATCGCCCAATACGCCTTTA-3' 

Forward: Orsborn et al, 

Pmpl 5'-GTCTGCCAACGCTCGATTCAC-3' 2006 
501 

(XM 003069228 ) Reverse: 

5'-GGCCGTTTCCCTTGATTCTCC-3' 

Forward: Tarcha et al, 

Amnl 5'�TGAAACCACCATTCGCTACCT-3' 2006 

(XM 003068811) 
331 Hurtgen et al, Reverse: 

5'-AGGCCCGTCTCAATGTCAAT-3' 2012 

Forward: 
Hurtgen et al, 

5'-CTTTGCCATCGACTCTTCTG-3' 
2017 

Plb 
677 

(XM_ 003065040) Reverse: 

5'-CAAACGACCGACTCAAGATAG-3' 

Forward: 
Pepl 5'-CACACGCTCTTTCAAGACC -3' 

(XM 001244245. 537 

2) Reverse:

5'-CAGAGATTTGAGCTTCCTGTG-3'

'Gene-specific primers only flank DNA fragments of each antigenic peptides that were incorporated 

in the chimeric rCpal vaccine antigen (GenBank accession AVH85517.1). 
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