Figure S1. Phylogenetic analysis and amino acid sequence alignment of PCV2d. Phylogenetic analysis
and sequence alignment of 234 PCV2d were conducted by MEGA7.0.21 and CLC workbench,

respectively.
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Figure S2. Body weight.
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Figure S3. Macroscopic lesions of 2dVac, 2aVac and noVac at 21dpc.
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Figure S4. Microscopic lesions of 2dVac, 2aVac and noVac at 21dpc.
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