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Figure S1. ELISA against SARS-CoV-2 spike protein in KT patients. Patients were grouped accord-
ing to primary scheme vaccines (CoronaVac or BNT162b2). Graph shows the number of patients
with positive or negative ELISA after primary scheme and after a booster dose. Fisher’s exact test
(** p<0.01).
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Figure S2. Positive immune responders with different primary vaccination schemes. CKD patients
were grouped according to primary vaccination schemes (CoronaVac or BNT162b2). The graphs
show the percentage of positive cellular or humoral immune responders in each group evaluated
after the primary scheme and after a booster dose, as defined in materials and methods section.
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Figure S3. Gating strategy for memory T cell populations. CD4+ and CD8+ T cells were gated from
live, singlets, CD3+lymphocytes. Memory subpopulations were defined by expression of CCR7 and
CD45RA. TEM: effector memory T cells (CCR7-CD45RA-), TCM: central memory T cells
(CCR7+CD45RA-), TEMRA: effector CD45RA+ T cells (CCR7-CD45RA+) and TN: naive T cells
(CCR7+CD45RAs).



