Table S1. Proteins encoded by genes of the OAS family in mammalian species investigated in this study

Species Species 0AS1 0OAS2 OAS3 OAS4 OAS5 OASL OASL2

common scientific

name name acc. nr. acc. nr. acc. nr. acc. nr. acc. nr. acc. nr. acc. nr.

Human Homo NP_058132.2 NP_002526.2 NP_006178.2 n.a. n.a. NP_003724.1 n.a.
sapiens

Bactrian Camelus XP_010967910.1 n.a. n.a. XP_045368463.1 n.a. XP_010967907.1 n.a.

camel bactrianus

Arabian Camelus XP_031299144.1 n.a. n.a. XP_031304545.1 n.a. XP_010993548.1 n.a.

camel dromedarius

Alpaca Vicugna XP_031526050.1 n.a. n.a. XP_031529082.1 n.a. XP_015095194.1 n.a.
pacos

Dog Canis XP_038292031.1 NP_001041599.1 NP_001041556.1 XP_038516678.1 n.a. NP_001240716.1 NP_001041558.1
familiaris

Malayan Manis XP_036862000.1* XP_017496839.2 n.a. n.a. n.a. n.a. n.a.

pangolin javanica

Chinese Manis See Figure S1 See Figure S1 n.a. n.a. n.a. n.a. n.a.

pangolin pentadactyla (Mp_OAS1) (Mp_OAS2)

Chinese Rhinolophus  XP_019589691.1 XP_019589650.1 XP_019589648.1 n.a. n.a. XP_019583429.1 XP_019583430.1

rufous sinicus

horseshoe

bat

Pallas's Molossus XP_036133189.1* XP_036133188.1 XP_036132196.1 n.a. XP_036126503.1 XP_036132778.1 n.a.

mastiff bat  molossus

Greater Myotis XP_036210168.1 KAF6282567.1  KAF6282568.1 n.a. XP_036199939.1 XP_036209649.1 n.a.

mouse- myotis

eared bat

Jamaican Artibeus XP_036989359.1 XP_036989379.1* XP_036989355.1 n.a. XP_037010350.1 XP_037012124.1 n.a.

fruit bat jamaicensis

Notes: *, proteins predicted from genes containing reading frame shifts or premature stop codons; n.a., not applicable (no orthologous gene and
protein in this species); acc. nr., GenBank accession number; OAS, 2'-5'-oligoadenylate synthetase; OASL, OAS-like.



>NP_058132.2 2'-5'-oligoadenylate synthase 1 isoform 1 [Homo sapiens]
MMDLRNTPAKSLDKFIEDYLLPDTCFRMQINHAIDIICGFLKERCFRGSSYPVCVSKVVKGGSSGKGTTL
RGRSDADLVVFLSPLTTFQDQLNRRGEFIQEIRRQLEACQRERAFSVKFEVQAPRWGNPRALSFVLSSLQ
LGEGVEFDVLPAFDALGQLTGGYKPNPQIYVKLIEECTDLQKEGEFSTCFTELQRDFLKQRPTKLKSLIR
LVKHWYQONCKKKLGKLPPQYALELLTVYAWERGSMKTHENTAQGFRTVLELVINYQQLCIYWTKYYDFKN
PITEKYLRRQLTKPRPVILDPADPTGNLGGGDPKGWRQLAQEAEAWLNYPCFKNWDGSPVSSWILLAESN
SADDETDDPRRYQKYGYIGTHEYPHFSHRPSTLQAASTPOQAEEDWTCTIL

>NP_002526.2 2'-5'-oligoadenylate synthase 2 isoform 2 [Homo sapiens]
MGNGESQLSSVPAQKLGWFIQEYLKPYEECQTLIDEMVNTICDVLQEPEQFPLVQGVAIGGSYGRKTVLR
GNSDGTLVLFFSDLKQFODOQKRSQRDILDKTGDKLKFCLFTKWLKNNFEIQKSLDGFTIQVFTKNQRISF
EVLAAFNALSLNDNPSPWIYRELKRSLDKTNASPGEFAVCFTELQOQKFFDNRPGKLKDLILLIKHWHQQC
QKKIKDLPSLSPYALELLTVYAWEQGCRKDNFDIAEGVRTVLELIKCQEKLCIYWMVNYNFEDETIRNIL
LHQLQSARPVILDPVDPTNNVSGDKICWQWLKKEAQTWLTSPNLDNELPAPSWNVLPAPLFTTPGHLLDK
FIKEFLOPNKCFLEQIDSAVNIIRTFLKENCFROSTAKIQIVRGGSTAKGTALKTGSDADLVVEFHNSLKS
YTSQKNERHKIVKEIHEQLKAFWREKEEELEVSFEPPKWKAPRVLSFSLKSKVLNESVSFDVLPAFNALG
QLSSGSTPSPEVYAGLIDLYKSSDLPGGEFSTCFTVLORNFIRSRPTKLKDLIRLVKHWYKECERKLKPK
GSLPPKYALELLTIYAWEQGSGVPDFDTAEGFRTVLELVTQYQQLCIFWKVNYNFEDETVRKFLLSQLQK
TRPVILDPAEPTGDVGGGDRWCWHLLAKEAKEWLSSPCFKDGTGNPIPPWKVPVKVI

>NP_006178.2 2'-5'-oligoadenylate synthase 3 isoform 1 [Homo sapiens]
MDLYSTPAAALDRFVARRLOQPRKEFVEKARRALGALAAALRERGGRLGAAAPRVLKTVKGGSSGRGTALK
GGCDSELVIFLDCFKSYVDQRARRAEILSEMRASLESWWONPVPGLRLTFPEQSVPGALQFRLTSVDLED
WMDVSLVPAFNVLGQAGSGVKPKPQVYSTLLNSGCQGGEHAACFTELRRNFVNIRPAKLKNLILLVKHWY
HOVCLOGLWKETLPPVYALELLTIFAWEQGCKKDAFSLAEGLRTVLGLIQQHQHLCVFWTVNYGFEDPAV
GOFLOROLKRPRPVILDPADPTWDLGNGAAWHWDLLAQEAASCYDHPCFLRGMGDPVQSWKGPGLPRAGC
SGLGHPIQLDPNQKTPENSKSLNAVYPRAGSKPPSCPAPGPTGAASIVPSVPGMALDLSQIPTKELDRFI
QDHLKPSPQFQEQVKKAIDIILRCLHENCVHKASRVSKGGSFGRGTDLRDGCDVELIIFLNCFTDYKDQG
PRRAEILDEMRAQLESWWQODQVPSLSLOFPEQNVPEALQFQLVSTALKSWTDVSLLPAFDAVGQLSSGTK
PNPQVYSRLLTSGCQEGEHKACFAELRRNEFMNIRPVKLKNLILLVKHWYRQVAAQNKGKGPAPASLPPAY
ALELLTIFAWEQGCRQDCENMAQGFRTVLGLVQQOHQOQOLCVYWTVNYSTEDPAMRMHLLGQLRKPRPLVLD
PADPTWNVGHGSWELLAQEAAALGMQACFLSRDGTSVQPWDVMPALLYQTPAGDLDKFISEFLOPNRQFL
AQVNKAVDTICSFLKENCEFRNSPIKVIKVVKGGSSAKGTALRGRSDADLVVEFLSCEFSQFTEQGNKRAEIT
SEIRAQLEACQQOERQFEVKFEVSKWENPRVLSFSLTSQTMLDQSVDEFDVLPAFDALGQLVSGSRPSSQVY
VDLIHSYSNAGEYSTCFTELQRDFIISRPTKLKSLIRLVKHWYQQOCTKISKGRGSLPPQHGLELLTVYAW
EQGGKDSQFNMAEGFRTVLELVTQYRQLCIYWTINYNAKDKTVGDFLKQQLOKPRPIILDPADPTGNLGH
NARWDLLAKEAAACTSALCCMGRNGIPIQPWPVKAAV

>NP 003724.1 2'-5'-oligoadenylate synthase-like protein isoform a [Homo sapiens]
MALMQELYSTPASRLDSEFVAQWLOQPHREWKEEVLDAVRTVEEFLRQEHFQGKRGLDQDVRVLKVVKVGSE
GNGTVLRSTREVELVAFLSCFHSFQEAAKHHKDVLRLIWKTMWQSQODLLDLGLEDLRMEQRVPDALVETI
QTRGTAEPITVTIVPAYRALGPSLPNSQPPPEVYVSLIKACGGPGNFCPSFSELQRNFVKHRPTKLKSLL
RLVKHWYQQYVKARSPRANLPPLYALELLTIYAWEMGTEEDENFMLDEGFTTVMDLLLEYEVICIYWTKY
YTLHNAITIEDCVRKQLKKERPIILDPADPTLNVAEGYRWDIVAQRASQCLKQDCCYDNRENPISSWNVKR
ARDIHLTVEQRGYPDENLIVNPYEPIRKVKEKIRRTRGYSGLQRLSFQVPGSERQLLSSRCSLAKYGIF'S
HTHIYLLETIPSEIQVEVKNPDGGSYAYAINPNSEFILGLKQOIEDQQGLPKKQOOQLEFQGOVLODWLGLG
IYGIQDSDTLILSKKKGEALFPAS

>XP_010967910.1 2'-5"'-oligoadenylate synthase 1 isoform X1 [Camelus bactrianus]
MALRDTRANQLDKFIEDNLLPDTPFRTQVREAVDIICTFLKERCFRGAAHPVRVSKVVKGGSSGKGTTLR
GRSDADLVVFLTNLKSFQEQLRRRGEFIQEITRQLEACQREKRFKVKFETHNSPRANPRALSFMLTSPQL
DQGVEFDVLPAFDALGQLTRGYRPDPKVYIQLIEECESLGKEGEFSPCFTELQRAFLRDRPTKLKSLIRL
VKHWYQECKQQLGKPLPPQYALELLTVYAWEQGSRKTEFNTAQGFRTVLELVRKHQDLCIYWENYYSLEN
PITIGCYLKKQLGKLRPVILDPADPTGNIGGGDPRSWQRLAEEATAWLSYPCLKKWDGSPVDSWHVPPRKD
SYWTHEACDDCQHWEFSPRPITLOQGGRPPLEEENWSCVIL

>XP _045368463.1 2'-5"'-oligoadenylate synthase 1-like isoform X1 [Camelus bactrianus] = OAS4
MTFSPWIYSRMGVPGVHNCRGSFLIPRCQLRQCGPGASSCHNSSQIRSSLMVAGSTCLLADLKLHLYRKL
HLCNDSDEAQLCALALLPYQVDEFVKASVSRVKELIRLMMHWEFKTSFASTTEENKFRRLPSSYTVELLTIY
IWERAEKPLFFSLVQGMRAVLKLLVRYAEIDVVWHRHYHRKFPIFVKVYQKHTRPFILDPVNPTINVCDT
CNAWDEVAHVARRSLLKPLFSRVRAEPPWLETNDW

>XP 010967907.1 2'-5'-oligoadenylate synthase-like protein isoform X1 [Camelus bactrianus]
MALPQELFDTPAYKLTTEFVQQCLHPSREWKEEVLEVVRTVEYSLRKKCFQRKSRLDKEVWVQKVIKVGSL
GNGTMLGNTTEVELVVFLSCFRSFQEEAKHHQRILNLIYEKLLYCQDLLALQLODLRLVQGAPCEVVSFET
VOQTRETGEPITVTLVPAFGALELYLHKPQPPPEVYVSLIKACNVPGNFSPSFSELQKNFIKHRPAKLKSL
LRLVKHWYLEYVKALCPRANLPPLYALELLTIYAWEVGTQENENFDLDRGLVTVMSLLTKYQSLCIFWTK
YYTFONTITIEDFVRKELKNERPITILDPADPTHNVARGYKWETVSQRARQCLKONCCYNNKHQVCSWNVKS
ARDIQVTVEQCGYPDLTLTVNPYKLIKEIKEEIQETLGSSAVLRLSFQEPSGERQLLRSRDYLASYGIF'S
NTRICLLETVPPEIQLEFVKNPSGWSHSYAVDPNSLILDLKQQIEEKEELFREEQQLEFQGQVLODWWRLG
ICGFQODSDTLILSKKKAGEAQFLPR

>XP_031299144.1 2'-5"'-oligoadenylate synthase 1 [Camelus dromedarius]

MALRDTRANQLDKFIEDNLLPDTPFRTQVREAVDIICTFLKERCFRGAAHPVRVSKVVKGGSSGKGTTLR
GRSDADLVVFLTNLKSFQEQLLHRGEFIQEITRQLEACQREKRFKVKFEIHNSSRANPRALSFMLTSPQL
DQGVEFDVLPAFDALGQLTRGYRPDPKVYIQLIEECESLGKEGEFSPCFTELQRAFLRDRPTKLKSLIRL
VKHWYQECKRRNGKEGALPPQYALELLTVYAWERGSGSPEFNTAQGFRTVLELVRKHQDLCIYWENYYSL
ENPIIGRYLKKQLGKPRPVILDPADPTGNVAGRDPGSWWLLAQEAATWLRYPCLTECNGSPVSTWEVQEA
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LPARSACTGSPARSIVMALRDTRANQLDKFIEDNLLPDTPFRTQVREAVDIICTFLKERCFRGAAHPVRV
SKVVKGGSSGKGTTLRGRSDADLVVEFLTNLKSFQEQLCRRGEFIQEITRQLEACHREKKFKVMFKIHNSS
YANPRALSFALTSPQLDQGVEFDVLPAFDALGQLTRGYRPDPKVYIQLIEECESLGKEGEFSPCFTELQR
AFLRDRPTKLKSLIRLVKHWYQECKQQLGKPLPPQYALELLTVYAWEQGSRKTEFNTAQGFRTVLELVRK
HODLCIYWENYYSLENPIIGRYLKKQLRKPRPVILDPADPTGNIGGGDPRSWQRLAEEATAWLSYPCLKK
WDGSPVDSWHVPPRKDSYWTHEACDDCQHWEFSPRPITLOQGGRPPLEEENWSCVIL

>XP_031304545.1 2'-5'-oligoadenylate synthase 1l-like isoform X1 [Camelus dromedarius] = OAS4
MTFSPWIYSRMGVPGVHNCRGSFLIPRCQLRQCGPGASSCHNSSQIRSSLMVAGSTCLLADLKLHLYRKL
HLCNDSDEAQLCALALLPYQVDFVKVSVSRVKELIRLMMHWEFKTSFASTTEENKFRRLPSSYTVELLTIY
IWERAEKPLFFSLVQGMRAVLKLLVRYAEIDVVWHRHYHRKFPIFVKVYQKHTRPFILDPVNPTINVCDT
CNAWDEVAHVARRSLLKPLFSRVRAEPPWLETNDW

>XP_010993548.1 2'-5'-oligoadenylate synthase-like protein isoform X2 [Camelus dromedarius]
MALPQELFDTPAYRLTTEFVQQCLHPSREWKEEVLEVVRTVEYSLRKKCFQRKSRLDKEVWVQKVIKDLLA
LOLODLRLVQGAPCEVVSFTVQTRETGEPITVTLVPAFGALELYLHKPQPPPEVYVSLIKACNVPGNFEFSP
SFSELQKNFIKHRPAKLKSLLRLVKHWYLEYVKALCPRANLPPLYALELLTIYAWEVGTQENENFDLDRG
LVTVMSLLTKYQSLCIFWTKYYTFONTIIEDFVRKELKNERPIILDPADPTHNVARGYKWETVSQRARQC
LKONCCYNNKHQVCSWNVKSARDIQVTVEQCGYPDLTLTVNPYKLIKEIKEEIQETLGSSAVLRLSFQEP
SGERQLLRSRDYLASYGIFSNTRICLLETVPPEIQLEFVKNPSGWSHSYAVDPNSLILDLKQQIEEKEELF
REEQOQLEFQGQVLODWWRLGICGFQODSDTLILSKKKAGEAQFLPR

>XP 031526050.1 uncharacterized protein LOC102530627 [Vicugna pacos] = OASl-like
MDSFPTGQLTRDYRPDPKVYIQLIKECESLGKEGEFSPCFTELQRAFLRDRPTKLKSLIRLVKHWYQECK
SRNGKKRALPPQYALELLTVYAWERGSRSPEFNTAQGFRTVLELVLKHODLCIYWEKYYSFETPIIGDYL
KKQLGKPRPVILDPADPTGNVAGRDPSSWQLLAQEAAVCLGYPCFREWNGSPVSAWKVQCWYETQAPESS
TPDTPGTRPHSGQLPTEERELKRTKVEATEMRVEASEMCCLRCLGPRLHQGAQCDVLPASHALGQLTRGY
RPDPKVYIQLIKECESLGKEGEFSPCFTELQRAFLRDRPTKLKSLIRLVKHWYQECKRQRGKPLPPQYAL
ELLTVYAWEQGSGKTEFNMAQGFRTVLELVLKHODLCIYWEKYYSFETPIIGDYLKKQLGKPRPVILDPA
DPTGNIGGGDRHSWORLAEEAAAWLSYPCLKKWDGSPVDSWHVLPRKDSYWTHEACDDGQHWEFSPRPIT
LOGGRPASEEENWTCVIL

>XP 031529082.1 2'-5'-oligoadenylate synthase 1-like isoform X1 [Vicugna pacos] = OAS4
MGVPGVHNCRGSFLIPRCOLRQCGPGASSCHNSSQIRSSIMVAGSTCLLADLKLHLYRKLHLCNDSDEAQ
LCALALLPYQVDFVKASVSRVKELIRLMMHWFKTSFASTTEENKFRRLPSSYTVELLTIYIWERAEKPLFE
FSLVQGMRAVLKLLVRYAEIDVVWHRHYHRKFPIFVKVYQKHTRLEFILDPVNPTINVCDTCNAWDEVAHV
ARRSLLKPLFSRVRAEPPWLEFTNDW

>XP 015095194.1 2'-5'-oligoadenylate synthase-like protein isoform X1 [Vicugna pacos]
MALPQELFDTPASKLTAFVHHCLHPSQEWKKEVLEVVRTVGHSLRKNCFQRKSSLDKEVRVQKVIKVGSFE
GNGTVLRNTTEVELVVFLSCFRSFQEEAKHHOQRILNLIYEKLLYCQDLLALQLODLRLVRGNPCEVVSFET
VOTRETGEPITVTLVPAFGALKPCHPKYQPPPEVYVSLIKACNVPGNEFSPSFSELOQKIFIKHRPAKLKSL
LRLVKHWYLEYVKALCPRANLPPLYALELLTIYAWEVGTQENENFRLDRGLVTVMSLLKEYQSLCIFWTK
YYTFONTIIEDFVRKELKNERPIILDPADPTHNVARGYKWETVAQKARQCLKQONCCCDNKDRVCSWNVKS
TRDIQVTVEQWGYPDLTLTVNPYEPIKKVKEEIQETLGSSAVLRLSFQEPSGERQLLRSRDSLASYGIFS
NTRICLLETVPPEIQLFVENPSGWSHSYAVDPNSLILDLKQQIEQKEGLFIEEQQLEFQGQVLODWWRLG
ICGFODSSTLILSKKKAGEAHFLPR

>XP_038292031.1 2'-5"'-oligoadenylate synthase 1 isoform X1 [Canis lupus familiaris]
MPELKDTPAKDLDRFIENYLLPDTQFRRQVKEATIHIISTFLKERCFQGAAHPVRVSKVVKGGSSGKGTTL
RGRSDADLVVFLNNLKSFQEQLEKRGQFIWEIKRQLEACQREETFEVYFEVQSLOWEKPRALSFVLKSPQ
LGEGVEFDVLPAFDVLGOWTNNHRPNPEVYIKLIQECENRGTEGEFSTCFTELQRDFLRQRPTKVKSLIR
LVKHWYQKCKQKLGKPLPPQYALELLTVYAWERGNHQTEFITAQGFQTVLKLVLNYQQLCIHWTKYYNFE
TPITIKQYLMRQLAKPRPVILDPADPTGNVAGRDTYGWQRLAQEARVWLSYPCFKKRDGSPVGSWDVLLEE
DYEDNWITCEHRTYSYHDYGWRPVSSGSPNTGMTQSIPQQEENWMCTIL

>NP_001041599.1 2'-5'-oligoadenylate synthase 2 [Canis lupus familiaris]
MGIWGSHLYSVQPERLDELIQNSLRPYGECQKQIDDAVDTICAALQETEQIPTVLSVVQGGSYGRKTVLR
GNSDGMIVIFVSDLEQFODQKRSQODKILNKIWQLLKACQLAMKLPAKMEVORFRDGLIFQLSTKWQSITE
KVLPAYNALGLSEKPSSQIYRELKRALDMTKAHPGEFSICFTELQOKFFHKYPRKLKDLILLVKYWYQQC
QEKLKGSPLLTMYALELLTVYAWEQGCGAENFDIAEGIRTVLGLIRQQEQLCVYWIVNYNFENETVRNIL
LSQLRSSRPVILDPTDPTNNVSKDNASWQLLKQEAQSWLSALSPNESPGPSWNVLPAPLYATPGHLLDKF
IKDFLOPNKNFLGQIAVAVDFICKFLOKNCFQHSATKVQOKTVKGGSTGKGTALKTGSDADLVVEPDSLKS
YTSQKNERCRIIKEIHKQLVACQQOEKEFAVKFEISKWKAPRVLSFSLKSKVLNESVNFDVLPAEFNVLGQV
NSGSPPSPKIYTELINLYKSSNAEGGEFSTCFTELQCSFVASRPTKVKDLIRLVKHWYKQCERKLKKKGS
LPPKYALELLTIYAWEQGSGAENFDTAEGFRTVLELVTKYQQLCVFWTVNYNFDDETVRNFLLTQIQKTR
PVILDPAEPTGDVGGGDRWCWHLLAKDATEWLSSFCFKDGTGYPVQSWKVPVRIT

>NP_001041556.1 2'-5'-oligoadenylate synthase 3 [Canis lupus familiaris]
MDVYRTPAAALASLVARRLOQPSAEFQRAAWRALGALATTLRERGDRAAAQPWRVLKTAKGGSAGRGTALR
GGCDSEIVIFLDCFKSYKDHSVDRAEILKDLWDLLOSWWOKPIPGLNFETLWQDRPGVLQFRLASTDLEN
WMDVSLVPAFDALGQLCAGAKPAPQVYSTLLHSGCQGGEHAACFAELRRNFVNVRPAKLKSLILLVKHWY
ROVCOQEEAKREMLPPAYALELLTIFAWEQGCGKDAFSLAQGLRTVLGLIQEYRQLCVFWTLNYGFENPTV
RSFLSSQLKKPRPVILDPADPTWDVGNGATWHWDILAREAESCYEHPCFLQTAGDTVQPWEGTGLPRAGC
SGLDHPIQRDDAQRTPGNSSSLNAVPPRAGSRQPSWPAPRPPGPDSITPSTLGRAVDLSQIATKDLDRFI
QDHLKPNPQFQOKQVGKAINVILGCLREKCVYKASRVSKGGSFGRGTDLRGGCDAELVIFLNCFEDYRDQR
ARRPEILQEMQAQLESWWQDPVPGLSLEFPEQTVPEALQFRLVSTALESWMDVCLVPAFDAVGQLCAGAK
PAPQVYSTLLQSGCQGGEHAACFAELRRNFVNVRPAKLKSLILLVKHWYRQVAAQNKGQQPACASLPPVY
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ALELLTIFAWEQGCGEDSFKMAQGLKTVLELVQQHQQLCVYWTVNYSFEDPATIRTHLLGQLQKPRPLILD
PGDPTWNVGQGSWELLAQEAAVLETQACLRSTEGTSVQPWDVMPALLYQTPAGDLDKFISDFLOPNRQFL
AQVNKAVDTICSFLKENCFQNSAIKVLKVVKGGSLAKGTALRGRSDADLVVFLSCEFSQFAEQGNRRAEIT
SEIRAQLEACQQOKMQLEVKFEIPKRENSRVLSFSLKSQTMLDQSVDFDVLPAFNALGQVVSSYRPPSQVY
VDLIYSYNNAGEYSTCFTELQRDFIISRPTKLKSLIRLVKHWYRQCNKMPRGRGSLPPQHGLELLTVYAW
EQGGQSAQFNMAQGFRTVLELVSQYRQLRVYWTVNYDNEDQTVRDFLSRQLRQPRPITILDPADPTGNLGH
NARWDLLATEATACMSALCCTDRDGTPIQPWPVKAAV

>XP_038516678.1 2'-5"'-oligoadenylate synthase 3-like isoform X1 [Canis lupus familiaris] =
OAS4

MWALKCYKCECCGSDFVSCKALKYHFRQKHFGKAPCEKCGQEVLRENLOQDHSKSVYDRSAMERHKLNWEN
LEERNIKHMATEISKTCRMCSRHFGTVEFSRKNHEIQEHHFTANKRAQMSIGFSPONMLECKSPQELQRFA
DENIRPAPGALRAACVAEVGALLQLLRACFPVPASRVIQGGSYVKGTDTQGRSEIDVVLLSDVFANVNHC
KKQLREGLDALRENLKQTSRGNRILMGKRASLSLRFNFLCAEGLHSHSFEIMACCDVLGPAPSTDLRLHL
YROQLYLCHDSEMAQLWALALLPYQVDEFVKASVMRVKELIRLMVHWFRTSFANSTEENKFRRLPSSYTVEL
LTIHIWELAGKPLLFSLVQGMRAVLKLLVRYAEIDVVWHRHYHPKFPIFVKVNQKHTRPFILDPANPTVN
VCDTCNAWDEVALVARHSLLKPLFSRVRAEPPWLETNNW

>NP 001240716.1 2'-5'-oligoadenylate synthase-like protein [Canis lupus familiaris]
MAQAMELYDTPASKLDSEFVAQWLOQPHRSWKEEILEAVKTVQQFLREEHFEGDYGPDQEVRVLKVVKVGSE
GNGTVLRNTLEVELVVFLSCFHSFQOEAEHHQATLSLIQKKLWCCRDLLALGLEDVEIIQGVPDALVETI
QTRRTAEIITVTIVPAYRALGPSASNSQPYPEVYESLIEAQGFPGNFSPSFSELQRNFVKHRPTKLKSLL
RLVKHWYLQYVKAKCPRAALPPDYALELLTIYAWEMGTQEDESFRLDEGFTTVMELFQEYEFLCIYWTKY
YTFONPVIEDFVRKQLKRDRPIILDPADPTHNVAEGYRWDIVAQRARQCLKQDCCYDNKEKPVPSWNVKK
ARDIQVTVEQWGYSDLILRVNPYKPIKKIQEKMWQSRCCSGLOHLYLOELGAKQQLLSSQYSLADYGVES
NTRICLVETNSHEIQVEVKNPDGGSDAYTTDAKGFILGLKOQIEYKQGLPRKQQQOLEFQGQVLKDWLPLQ
NYGIQHRDTLILSKKKAERFPFLPR

>NP_001041558.1 54 kDa 2'-5'-oligoadenylate synthase-like protein 2 [Canis lupus familiaris]
MALVOKLYETPAERLLAFVERSLOQPEGDWKEEVKDAWQRIERFFRDQCFRDELVLDQEVRVLKVVKGGSS
GKGTTLNYSSDVDLVLFLSCFSSFODQAAHRRSIISFIKKRLIQHSKNLAYSITIVPQKETTRVPRSLSF
QVOARKTSEVIGVDVLPAYDALGHFSSDFKPSPEIYEDLITSGGPPGEFSPSFTELQRHEFVKSCPVKLKN
LLRMVKHWYLOCLKPKYRNAALPPKYAFELLTIYAWEIGTDKSDNFNLDEGFRAVMELLLDYEDICRYWT
KYYDFONETVRIHIKQQOLKECRPVILDPADPTNNLGSEKRWDLVAKEAARCLRQACCRTEDPSQGWHVQP
ARNVQVLVKKAGEEPQTFSVDPHSPIWKMKAEIKRTFGEFYGOQORLSFOEPGGERQLLSSQQTLAHYGIFS
KVNIRVLETFPSEIQVFVKDSSGQSKPYATIYPEDSIRDLKEKIEEAGGPYVEDQILKFONRRLWNHRSLS
DLQIKDCDTITLIRRSHRSPGLPMIRLFT

>XP 036862000.1 LOW QUALITY PROTEIN: 2'-5'-oligoadenylate synthase 1-like [Manis javanica]
MGQLRDIPATHLDKYIEDQLLPDMHFRVQVNQAIDIISSFLKERCFQSAAHSVRVSKVVKGGSXGKGTSL
RGRSDADLVVFLSPPTSFQEQLOHRGEFVREIRRQLEACQREKKFDVLFEVONPRWEKPRALSFMLRSPR
IQEGVEFDILPAFDVLGQLTSDYRPDPQIYVRLMOESQRLGRGGEFSTCFTELQRAFLKQRPTKVKSLIR
LVKRWYQECKKELGKPLPPQYALELLTIYAWEKGSMDTEFITAQGFLTVLKLVLNYQQLCIYWTKYYTLE
DPFIKRYVMAQLGKPRPITILNPADPTGNVAGGEPNSWPRLAQKARAWLSYPCFKKWDGSSVGSWDVQPKD

NLCSIP

>XP 017496839.2 2'-5'-oligoadenylate synthase 2 isoform X1 [Manis javanical
MGNWESRLYSVPPQKLGEFVONSLRPFEDCONKIDKTVNTICAVLQEAEQFPLVISVAKGGSYGRKTVLR
GNSDGTLVVFASDFEQFQODQTKSPSEILHKIRDVLRVWQLTTELAAQVEVOMVSGTLTIQLSTKRQSITFE
KVLPAFNALGLSDKPSTWTYLELKRALDQTHSNPGEFSVCFTELQOKFFKNHPRKLKDLILLVKYWYEQC
QEKLKYAPLPPVYALELLTVYAWEQGCRTEDFDIVEGIRTVLGLILOQEQLCVYWVINYNFENVTIRNIL
LSQLRSSRPVILDPADPTNNVSKDKMCWQLLKEEARIWLSSSGLNESPGLSWNVLPAPLYTTPGHLLDKF
IKDFLOPNKIFLEQIERAVKIIRTFLOHNCFQHSTTKIQKIVQGGSTAKGTALKNGSDADLVVEFPDWLNS
YTSQKNERSRVIRETIHKQLQACQOKLDLEVKFEISKWKAPRVLSFSLKSKVLNESIDFDVLPAFNVLGHK
NSHTAPSPSVYSEHINLYSSSDALGGEFSTCFTELQRDFVLSRLTKLKDLIRLVKHWYRQCEKKLKQKGN
LPPKYALELLTIYAWEQGSGTTNFNTAEGFRTVLELITKYQQLCIFWTVNYNLEDETMRNFPLTQIQRTR
PVILDPAEPTGDVGGGDRWCWHLLAKEATEWMSSLCFKDGTGEPVQAWKVPTVQTPGSCGAGMYPITQEM
FSFRICRTLE

>Mp OAS1 [Manis pentadactyla] — corrected prediction, partially identical to XP 036785080.1
MGELRDIPATHLDKYIEDQLLPDTHFRVQVNQAIDIISSFLKERCFQRAAHSVRVLKVVKGGSSGKGTSL
RGRSDADLVVFLSPLTSFQEQLQHRGEFVREIRRQLEACQREKKFDVVFEVONPRWEKPRALSFMLRSPR
IQEGVEFDVLPAFDVLGQLTRDYRPDPQIYIQLIQESQCLGRGGEFSTCFTELQRAFLKQRPTKVKSLIR
LVKRWYQECKKELGKPLPPQYALELLTVYAWEKGSMETEFITAQGFLTVLKLVLNYQQLCIYWTKYYTLE
DPFIKRYMMAQLGKPRPVILDPADPTGNVAGGEPNSWPRLAQEARAWLNYPCFKKWGGSSVGSWDVQ

PRDNLCSIP

>Mp OAS2 [Manis pentadactyla] — corrected prediction, identical to part of XP 036785080.1
MGNWESHLYSVPPOQKLGEFVONSLRPFEDCQKKIDETVNTICAVLQEAEQFPLVISVAKGGSYG
RKTVLRGNSDGTLVVFASDFEQFQDQTKSPSEILHKIREVLRVWQLITELAAQVEVOMVSGTLTIQLSTK
ROSITFEVLPAFNALGEFSDKPSTWTYLELKRALDQTHSNPGEFSVCFTELQQKFFKNHPRKLKDLILLVK
YWYEQCQEKLKYSPLPPVYALELLTVYAWEQGCRTEDEFNIVEGIRTVLRLILOQEQLCVYWVVNYNFENV
TIRNILLSQLRSSRPVILDPVDPTNNVSKDKMCWQLLKQEAQIWLSSSGLNESPGLSWNVLPAQLYTTPG
HLLDKFIKDFLOPNKIFLEQIERAVKIIRTFLOQHNCFQHSTTKIQKIVQGGSTAKGTALKNGSDADLVVF
PNWLNSYTSQKNERSRVIREIHKQLEACQQOKLDLEVKFEISKWKAPRVLSFSLKSKVLNESIDFDVLPAF
NVLGHKNSHTAPSPSVYSELIDLYSSSDALGGEFSTCFTELQRNFVISRPTKLKDLIRLMKHWYRQCERK
FKOKGNLPPKYALELLTIYAWEQGSGTTNENTAEGFRTVLELITKYQQLCIFWTVNYNLEDETMRNFLLT
QIQRTRPVILDPAEPTGDVGGGDRWCWHLLAKEATEWMSSLCFKDGTGEPVQAWKVPTVQTPGSCGAGMY
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PVTQEMFSFRICRTLE

>XP 019589691.1 PREDICTED: 2'-5'-oligoadenylate synthase 1 isoform X1 [Rhinolophus sinicus]
MELRNTPAKNLDKFIQDHLLPDKHFRSQVKQAIDSICSFLKEKCFQHASHSVRVSKVVKGGSSGKGTTLR
GRSDADLVVFLSPLRSFQEQFDRRGEFIQEIRKQLEACQREETFAVEFEVONHRWTNPRALGFVLKSPTI
RDGVEFDVLPAFDVLADQVTDNYIPDPQIYVDLIQACEHLKKEGEFSTCFTELQRAFLRORPTKLKSLIR
LVKHWYQTFKEKCGESLPPQYALELLTVYAWERGGEKPEFNTAQGFKTVLELVRGYQQLWIYWPKYYNFK
NPVICHYLMKQLEKPRPVILDPADPTGNVGGGDRRRWORLAQEAETWLSYPCFKNHDGCPVDSWDIQF

>XP_019589650.1 PREDICTED: 2'-5'-oligoadenylate synthase 2 isoform X1 [Rhinolophus sinicus]
MGNSAPSSMPTQELDAFIQESLRPYEGCQKQIDKAVDTICAALHEAEEFLVTDVAKGGSYGRETVLRDHS
DGTLVIFISDLOTFTDOKKMRYEILHKIWNWLKHCQLERKLAAKILMSSSGLVVELSTRWQSITFEVLPA
FNALGLSEKPSPWTYRELKRSLDMTKASPGEFSVCFTKLQONFFNNHPRKLKDLILLVKYWYQQCQKKLR
ALPLLSSYALELLTVYAWEQGCGAEDFEIVEGIRTVLGLIKQSRQLCVYWTVNYNFEDETVRNIVLGQIR
SPRPVILDPTDPTNNVSKDSICWQLLKEEAEMWLSCLNESPGPSWNVLPASLOETPGHRLDKFIKDFEFLQP
SEAFLNRIHKAVDIICSFLKENCFRYSTTKVQKAVKGGSAGKGTTLKTGSDADLVVETTSLKSYTSQONTE
RCDIIKEIRKQLEVCQQQERFEVKFEISKWKAPRVLSFSLKSKEFDESVDFDVLPAFNALDKWKPGSTPS
PKVYRDLICLYKSSNIVGGEFSTCFTELQRDFIISRPTKLKDLIRLVKHWYKQCEKKLKKKGSLPPKYAL
ELLTIYAWEQGSGLADFDTAEGFRTVLELIRRYQQLCIFWTVNYNFEDATVRDFLLTQLOKTRPVILDPA
EPTGDVGGGDRWCWYLLAKEATEWLSFPCFIDGAGHPVQFWKVPTAQTPGSCGARLHPVVDEMEFSFRSRQ
ILO

>XP 019589648.1 PREDICTED: 2'-5'-oligoadenylate synthase 3 isoform X1 [Rhinolophus sinicus]
MDLYRTSATELDRLVISLOPPTEFVETARRALGALGAALRERRGLRDAAAPTWRVLKIAKGGSSGRGTAL
RGGCDSELVIFLDCFKSYKDQRLHRPKILKEMQALLKSWCQHPVPGLSLOQFPQODTPEVLQFRLASTDLE
NWMDISLVPAFDALGQLRSNVKPKPQVYSALLDSGCHAGEHAACFAELRRNEVNTRSAKLKNLILLVKHW
YRQVCPEETRREMPPDYALELLTIYAWEQGCKKDAFSLAQGLRTVLGLIQQYQSLCVFWTINYDFEDPAV
KRFLORQLERPRPVILDPADPTWDVGNGAACNWNLLAQEAESCYDRPCFLOAAGGAVEPWKVPGLPQSGL
DDHVLQDPVQKSLKDSCSLDAVQPRPGSRQPSCPAPAPLEAASIPPCPPGMVSDLSQISAKELDREFIQDH
LKPNPQFQKLVSKAIDVILGRLLOKCVHKASRVSKGGSFGRGTDLRGGCDAELVIFLNCFKTYTDQGTYR
SEILDDMRAQLESWWQDPVPGLSLKEFPNQTVPEALQFQLVSTALESWMHVSLLPVEDAVGQLSSGAKPEP
QVYSTLLDSGCQEGEHAACFAELRRNFVNTRPVKLKNLILLVKHWYHQVAAQNKEERPSLPPAYALELLT
IFAWERGCGEDRFSMAQGLRTVLGLVRKHQQLCVFWTVNYSFEDPALRTHLLGQLRKPRPLVLDPADPTW
NVGQOGCWKLLAQEAAALEMQACLMGTKGTPVQPWDVMPALLYQTPAWDLDKFISEFLOPDRQFLTQVNKA
VDTICAFLREKCFONSPIKVLKVVKGGSSAKGTALRGRSDADLVVFLSCEFSQFTEQGNRRADIISEIRAQ
LEACQQEKQFEVKFEISKWENPRVLSFSLASQTMLDQSVDFDVLPAFDALGQLVSRSRPSPQVYVDLIHS
FHNAGEYSSCFTELQRDFIVSRPTKLKSLIRLVKHWYQQCNKMPKGKGSLPPQHGLELLTVYAWEQGGKD
POFNMAEGFRTVLELVTQYRQLCVYWTINYNRENKTIKDFLEQQLRKPRPIILDPADPTGNLGHNARWDL
LAKEATACMTALCCMGRDGNPIQPWPVKAAV

>XP_019583429.1 PREDICTED: 2'-5'-oligoadenylate synthase-like protein [Rhinolophus sinicus]
MALTPDLYGTSASRLNSFVAQYLQPSREWKEEVLEAVRTVEQFLREETFQGEHGLNQDVRVLKVVKVGSE
GNGTVIRSNTEVELVVFLSCFHSFQEEAKHHQTALRLIRKRLWLCQODLLALGLEVLGLVQGIPDVLVETI
HTKDTAEPITVTIVPAYRALGSSVTSSQPHPEVYENLIEACGYPGNFSPSFCELQRNFVKHRPTKLKSLL
RLVKHWYQQYVKAKCRKAMLPPLYTLELLTIYAWEMGTHGDENFNLDEGLTTVMELLKEYEFLCIYWTKN
YTFONPIIENFVRKEFKROQRPIILDPADPTHNVAEGYRWDIVAQRASQCLKQDCCYDQENPVPSWNVKSA
RDIWVTVEQWGYPSLILVVNPYEPIRKVKEKIRLSRGSLGLORLSFQTPGSERQLLSSHNCLADFGIFLD
TPICLLETVFPEIQVEFVKNPDGGSHAYAIDPNSFIVALKQQIEDKQGLLIKQQQLEFQGQQLODWLAFTS
YGIEDSDTLILSEKKAREVPFPYS

>XP 019583430.1 PREDICTED: 2'-5'-oligoadenylate synthase-like protein 2 [Rhinolophus sinicus]
MEPSRSLYETPADELDTEFVRQSLOPOQRAWKEEVQDAWDRSERFLRDVCFHDELIGDQTIRVLKVVKGGSS
GKGTTLNHSSDVDLILFLSCFSSFQHQAWLCESILNITIEEKLDHCSRSLAYNITVAQHRAGSRASRSLSF
LVQARKSSDVIKVDVLPAFDALGNISPDCKPRPEIYENLITVGGRPGQFSPSFTELQRREFVKSRPIKLKN
LLRLVKHWYLOQFLKRKYKTPGLPPKYALELLTIYAWEMGTDESENFNLNEGFIAVMELLODYEKICIYWT
KYYDFONEVVRNFIKQQLKEPRPVILDPADPTNNLGREKRWDLVAKEAAYCLRQACCSTEDSCQDWDVQP
ARNVQVVVKQTGNEPWKLSVDPYSPIWKMKPEIKRTFGLTGQQRLSFQEPGGERQLLSSKRTLADYGIFS
KVTVQVLETFHDEIQVFVKNCSGHSKPYAICPDDSVRDLKEKIEDAGGPYVEDQILKFQGRRLRNHCSLS

ELQIEDSDTIMLVRRGHSSS

>XP_036133189.1 LOW QUALITY PROTEIN: 2'-5'-oligoadenylate synthase 1 [Molossus molossus]
MANSFLAAICPRPSPSLPSPVPSAHRLPADAGCIARARRCRGGGLDKFIKVHLLSDECFRTQVKEAIATIT
CSFLKERCFRQSALSPVHVSKVVKGSPPGGSSGKGTTVRGRSGADLVVFLSXLOSFRSSLIREDFIRETIK
KOLRACQKEKRFTVYSEIPNNXDPRALSFKLKSSCLOKEVGEFDVLPAYDVRGPVSVMGDYRPDPQVCVKL
IQERKSLGQEGEFPSCFWELRRAFLEQRPXLOSPLRLVKRQKCKGKLGQPLPPQYXERTDFITAQGEFQSV
WELVLNYQKLCIYXTKYHNTGHPVIXPCLORQLGKHRPVILDPADPAGNLADGELGGWQRLAQEARVWLS
YPCSRNQDGSPVGSWKIQVYGSSHSRPRGHFDVAYKQHCCSLTMWITIHLCVE

>XP 036133188.1 2'-5'-oligoadenylate synthase 2 [Molossus molossus]

MENWLFGAYPKTVYSVPAQKLGEYVQTSLRPSEHCQKQIDATVDTICAALQEVMAIDVAKVPRGRSLNLP
ELOSLSLSKILLPTGDPCDPPKVSRVSHRLLCRWOGGSYGRKTVLRGNSDGTLVIFTSDLGQFRDQKKSQ
HEILNTIWEQLKACQCERKPTAKMEVQRPHGGLAIRLSTWSQSVTEFDVLPAFDALGSRDRPSPWTYRELK
RSLDMTKASPGEFSVCFTKLQOKFEFNNHPRKLODLILLVKDWYQQCQKQSASPSWPPSYALELLTVYAWE
QGCGAEDFDIVAGLRTVLGLIKQQEQLCVYWTVNYNFEDETVRNIMLHQIRSSRPVILDPTDPTNNVSKD
QLCWQLLKEEAQRWLSDPSLOQEHPGPPWNVLPVPLHETPGHLLDKFIKDFLOPNQTFLSQISTAVDIICA
FLRENCFRRSTTKLOKPVKGGSFSKGTTLKTGSDADLVVFVDSLESYASQRDERCKVIKEIQAQLEAFQR
QAASEQELEVKFEISKWKAPRVLSFSLKSKQLNERVDFDMLPAFNALDKLKPRWRVYTELISLYKNTDTP
GGEFSPCFTELQRDFVMSRPTKLKDLIRLMKHWYKQCERRLKKKGSLPPKYALELLTIYAWEQGSGMPKF

5



DTAEAFRTVLGLVTRYQHLCIFWTVNYDFENKIVRDFLLTQIQKPRPVILDPADPTGDVGGGNRWCWHLL
ANEAAEWLCSSLCCKDRAGDPVQSWTVPTVOMPGSCGVCTAPVVNEMLSYRSRGVLD

>XP 036132196.1 2'-5'-oligoadenylate synthase 3 isoform X1 [Molossus molossus]
MDVYRTPAASLDALVVGSLQLPAEFVGTTRRALGTLETALRECGSRPGPGAAAPPWRVLKTAKGGSFGRG
TALRGGCDSEIVVFLNCFKSYEDQRARRAETLTEMRALLESWRQSPVPGLSLEFLQQDTPGVLQFRLASA
DLENWMDVSLAPAFDALGQLSSGTKPDPQIYSTLLDSGCQDGEHAACFAELRRNFTNTRPTKLKNLILLV
KHWYRQVCPQERRREMPPDYALELLTIFAWEKGCGKDAFSLAQGLRTVLGLIQQHQHLRVFWTTNYGFED
PAVKKFLLRQLDRPRPVILDPADPSWDVGNGAAWHWDLLAREAESCYDSPCFLQAAGGAVQPWEVPGLPL
TAPPILRDPAQKTPEDSSSLDAVHPRAGNGQPSCPDPDPSVVAAIAPCALEVVSDLSQIPARELDRFIQD
HLKPQPQFQKQVSKAFDVILSCLRENGAHKASRVSKGGSFGRGTDLRGGCDAELIVFLNCFKNYKDQGPL
CAEVLRDLRAQLESCGQEPVPGLTLKFAAQTTTKALRFQLVSSALKSWMDVSLLPVFDAVGQLSSGTKPD
PQIYSTLLDSGCQDGEHAACFAELRRNFVNSRPVKLKNLILLVKHWYRQVCPQERRREMPPDYALELLTI
FAWEKGCGKDAFSLAQGLRTVLGLIQQHQHLRVFWTTNYGFEDPAVKKFLLRQLDRPRPVILDPADPTWD
VGNGAAWHWDLLAREAESCYDSPCFLQAAGGAVQPWEVPGLPLAAPPILRDPAQKTPEDSSSLDAVHPRA
GNGQPSCPDPDPSVVAAIAPCALEVVSDLSQIPARELDRFIQDHLKPQPQFQKQVSKAFDVILSCLRENG
AHKASRVSKGGSFGRGTDLRGGCDAELIVFLNCFKNYKDQGPLCAEVLRDLRAQLESCGQEPVPGLTLKFE
AAQTTTKALRFQLVSSALKSWMDVSLLPVFDAVGQLSSGTKPDPQIYSTLLDSGCQDGEHAACFAELRRN
FVNSRPVKLKNLILLVKHWYRQVCPQERRREMPPDYALELLT IFAWEKGCGKDAFSLAQGLRTVLSLIQQ
HOHLRVFWTTNYGFEDPAVKKFLLRQLDRPRPVILDPADPTWDVGNGAAWHWDLLAREAESCYDSPCFLQ
AAGGAVQPWEVPGLPLTAPPILRDPAQKTPEDSSSLDAVHPRAGNGQPSCPDPDPSVVAAIAPCALEVVS
DLSQIPARELDRFIQDHLKPQPQFOKQVSKAFDVILSCLRENGAHKASRVSKGGSFGRGTDLRGGCDAEL
IVFLNCFKNYKDQGPLCAEVLRDLRAQLESCGQEPVPGLTLKFAAQTTTKALRFQLVSSALKSWVDVSLL
PVFDAVGQLSSGTKPDPQIYSTLLDSGCQDGEHAACFAELRRNFVNSRPVKLKNLILLVKHWYRQACPQE
RRREMPPDYALELLTIFAWEKGCGKDAFSLAQGLRTVLSLIQQHQHLRVFWTTNYGFEDPAVKKFLLRQL
DRPRPVILDPADPTWDVGNGAAWHWDLLAREAESCYDSPCFLOQAAGGAVQPWEVPGLPLTAPPILRDPAQ
KTPEDSSSLDAVHPRAGNGQPSCPDPDPSVVAAIAPCALEVVSDLSQIPARELDREFIQDHLKPQPQFQKQ
VSKAFDVILSCLRENGAHKASRASKGGSFGRGTDLRGGCDAELIVFLNCFKNYKDQGPLCAEVLRDLRAQ
LESCGQEPVPGLTLKFAAQTTTKALRFQLVSSALKSWVDVSLLPVFDAVGQLSSGTKPDPQIYSTLLDSG
CODGEHAACFAELRRNFVNTRPVKLKNLILLVKHWYRQVAAQNEGGRPACASLPPAFALELLTIFAWEQG
CGKDRFSMAEGLRTVLRLVQQHQQLSVFWTVNYSFEDPALRTHLLGQLRKPRPLILDPADPTWNVGQGSW
ELLAREAAALETQACITSSEGTPVPPWDVMPTLLRQTPASDLDKFISALLQPNQQFLDQVAKAVDTICSF
LRENCFRNSPTKVLKVVKGGSSAKGTALQGRSDADLVVFLTCEFSQFTEQGSNRAEIISEIRAQLEACKQE
LOFDVKFEISKWENPRVLSESLTSPTMLDQSVDFDVLPAFDALGQLGSGSKPPAHVYVDLIRSYNNAGEY
ACCFTELQRDFIVSRPTKLKSLIRLVKHWYQQCNKMPKGKGSLPPOQHGLELLTVYAWEQGGQDPQEFNMAQ
GFRTVLELVTQYRQLCVYWTVNYSWEDESIKDFLKLQLOQKPRPIILDPADPTGNLGHNARWDLLAREAAA
YISALCCMDKDGTPVQPWPVKAAV

>XP 036126503.1 2'-5'-oligoadenylate synthase 1-like [Molossus molossus] = OASS
MOLRDTQARFLDKFIEENLLPDTPFRLQVRQATHHICGFLKEECFQGAPHRVRVSKVVKGGSSGKGTTLR
GRSDADLVVFLSPLTSFQEQFDRRGEFIQEIKKQLOAFQRETGENFEIRDSGWONPRVLSEVESSPMLND
SVEFDVLPAFDVLGQLTGPPDPKIYVQLIDECTRLGKEGEFSPCFTELOQRDFLKQRPTKLKSLIRLVKHW
YOVCKEKLGKPLPPQYALELLTVYAWERGSNRSEFSTAQGFRTVLELVMNYRMLCIYWSKYYNFENPVIG
AYLRKQLQKPRPVILDPADPTGNVAGGHPQSWPRLAQEALAWLSYPCFKNWDGSPVGSWNI

>XP 036132778.1 2'-5'-oligoadenylate synthase-like protein [Molossus molossus]
MALFPELYGTPASRLDSEFVAQWLQPSREWKEEVLEAVRTVEQFLREETFQGERGLDQEIRVLKTVKVGSE
GNGTVLRSNTEVELVVFLSCFRSFQEEAKHHQAVLRLIQKKLWTSPDLLALGLEVLGVFQGVPDALVETI
QTRETAEPITVTIVPAFRVLGPSVPNSQLHPGVYVSLIGANGFAGNFSPSFCELQRNFVKHRPTKLKNLL
RLVKHWYLQYVKARCPKAMLPPLYALELLTIYAWEMGTQENESFRLDEGLTTVMELLQEYESLCIYWTRH
YTFENPVIEDAVRKQLORERPIILDPADPTHNVAEGYRWDIVAQRACQCLKQDCCYDSKNNPVPSWNVKR
ARDIQVTVEQWGYPDLILIVNPYEPIRKVKEKIRRROGCSGLQRLSFQTPSGERKLLSSRSSLADYGIFC
NTQICLLETTSPEIQVEFVKNPDGGSHAYAIDPNSFILGLKHQIEDKQGLLRKQOQOLOFRGQVLODWSSFER
SYGIEDSDTLILSKKKDTDFLFLPS

>XP _036210168.1 2'-5'-oligoadenylate synthase 1 isoform X1 [Myotis myotis]
MWPLQAIVARDLEVIPAKDLDRFIEHHLLPDTAFRMQVKQAIDIICSFLKERCFLQODRVRVSKVVKGGSS
GKGTALRDRSDADLVVFLSPLTSFQEQFERRGEFIQETRTQLEACQQQORMFTVRFEVQPKFQONPRALSFET
LKSRSSRAEAEVEFDVLPAYDVLGQVTEPYRPDPDIYVRLIRECERLGKEGEFSPCFTELQRAFLKQRPA
KLKSLIRLVKHWYQKCKEKLGQSLPPQYALELLTVYAWERAGRQTDFITAQGFQTVLELVMNYRQLRIHW
TQYYDSSHPVIGPYLRRQLOKPRPVILDPADPTGNVAGGKPERWEPLAGEARAWMKY PCFRKGDGSPVGS
WNI

>KAF6282567.1 2'-5"-oligoadenylate synthetase 2 [Myotis myotis]
MGNWLSWLSGACPKTVYSVPAQKLDEYIQTSLRPTEDCQRQIDEAVDTICAALQEATEPPTVTDVAKGGS
YGRKTVLKGNSDGTLVIFISDLEKFQDOQKENQHEILDKIWEQLRACQLERKLTVKMEMQRSNGDLTVRLS
TRWQSVTEFDVLPAFDALDLSGKPSPSTYRDLKRALDQTKASPGEFSVCFTKLQEDFFNKHPRKLKDLILL
VKAWHRQCQKLWGDQSLPPSYALELLTVYAWEEGCREEDFDIVQGLRTVLELIEQQEQLCVYWTVNYNFE
DETVRNVMLNQIRSSRPVILDPTDPTNMMSNDETCWRLLKAEAQNWLSSLSLSGSPGPSWNVLPAPIHET
PGHLLDKFIKDFLQPTKKVNIQIKAAVGIISKFLKEICFRHSATKVQKPIKAGSSGKGTALRTGSDADLV
VEVDSLTSFPSQKTERYNVIKEIKHQLEAHQQQVTDQDVEVTFEISKWEAPRVLSFSLKSKHLNGSVDFED
VLPAFNALEKLGPLWKVYTKLIAQYEQHSDTPGGEFSACFTELQRDFVSSRPTKLKNLLRLVKHWYKQCE
RRLKKKGSLPPKYALELLTIYAWEQGSGATSFDTTQGFRTVLELVTRYQQLCVFWTVNYNFENETVRNFEL
LKQLQRPRPVILDPADPTGDVGGGNRWCWHHLANEAAEWLSSSLCFKDGTGGPVPSWKVPTVQTPGSCGA
GVGPVINEMFSSRRRGILD

>KAF6282568.1 2'-5'-oligoadenylate synthetase 3 [Myotis myotis]
MDVYRTPAAALDGLVASSLOQPPAEFVGTVRRALGDLGAALRERGGRPGPGPGPGAAAPAWRVLKIAKGGS
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SGRGTALRGGCDSELVVFLDCFKSYEDQRALQTEILKEMRVLVGSWWQKPVPGLSLKFLKQDTPGALQFEFR
LASTDLENWMDISLVPAFDALGQLSSSVKPKPQVYATLLESGCQKGEHAACFAELRRNFMNTRPAKLKNL
ILLVKHWHRQVCPKAGONQMPPAYALELLTIFAWEQGCGKEAFSLAQGLRTVLGLIQQYQHLCVEFWTTNY
SCEDPAVKKFLORQLEGPRPVILDPADPTWDVGNGAAWRWDLLAQEAESCYDSPCFLQAAGGAVQPWEGP
GLPRTGRSGVDHPILRDSAQRTPTDSSSVDAGCSRAGDRRPSCPAPGPSVDGITPGTPEGVPGLSQVPAK
ELDRFIQDHLKPSPQFQKQVSKAVDGILGRLRENCVYKASRVGKGGSFGRGTDLRGGCDAELVIFLNCFE
NYKDQGPRRAEILADMRDQLESWWRDPVPGLTLNFPEQTMTKALQFQLMSPALASWVDVSLLPVEFDAVGQ
LSAGTKPDPKIYRTLLDSGCQODGEHRACFAELRRSFVNSRPTKLKSLILLVKHWHRQVAARNKGERPARA
SLPPAYALELLTIFAWEQGSGKDRFSTAEGLRTVLGLVQOHRQLCVFWTVNYSSEDPALRAHLLGQLRKP
RPLILDPADPTWNVGLGSWELLAQEAAALETQACFMSADGTPVQPWDVMPTLLYQTPARDLDKFISDFELQ
PNRQFLAQVNKAVDTICSFLRENCFONSPIKVLKVVKGGSSAKGTALRGRSDADLVVFLSCFGQFTEQGS
TRAEVISEIRAQLEVCKRARQFEVKFNLPKWENPRVLSFSLTSQTMLDQSVDFDVLPAFDALGQLAPGSR
PPPQVYVDLIRSYNTPGEYSSCFTELQRDFVVDRPTKLKSLIRLVKHWYRQCKKMPKGKGSLPPQHGLEL
LTVYAWEQGGQDPQFGMAEGFRTVLELVTQYRQLCVYWTVNYSREDQTVKDFLEQQLRKPRPIILDPADP
TGNLGPNARWDLLAKEAAACMSSLCCIDRDGTPIQPWPVRAAV

>XP 036199939.1 2'-5'-oligoadenylate synthase 1l-like [Myotis myotis] = OAS5
MELSLTPARNLDKFIEDHLLPDTPFRRTVKKAVNAICSFLKERCFQGASHCVRVSKVVKGGSSGKGTTLR
GRSDADLVVFLSELRSFQEQLDRRGEFIWEITROQLEAFQRETGVEFEIHKPQREKPRALSEFVEFRSPGLDE
KVEFDVLPAFDVLGOWGTVPHIHAGYRPDPHIYVRLIHECTRLGKEGEFSPCFTELQRAFLRQRPTKLKS
LIRLVKHWYQLCKOQRLGKPLPPQYALELLTVHAWERGCKETYFSTAEGFRTVLELVVHYRQLCVYWTKYY
NFENPVICQYLMTQLEQPRPVILDPADPTGNVAGGGGWQRLAQEAAAWLRYPCVENRDGSPVDSWDTGLP
REREDSWTCAIL

>XP 036209649.1 2'-5'-oligoadenylate synthase-like protein isoform X1 [Myotis myotis]
MPGAGCVTTYLPGWVLSHSHGTVRGDGAVRHPCLOAGLLRGSVPAAQPGVEGRGAGGREDRGAVPEGRAP
RGRVWAGPGGAGAEAGEGGLLRERHGARGOQRGGAAGGLSELLRRLPGGGRAPRRRAEADPEHAVDLPGPA
GPRARGPGGVPGRPRCSRLHRPDQVDRGAGHRHRRAGLQGPGAFCSPLAAAPRGLCEPGEGLPVPRASLS
FLLRAAERLREAPAHQAEEPPAAGQTLYVRARSPRAALPPLYALELLTIYAWEMGTQENESFRLDEGLTT
VMELLQEYESLCIYWTKYYTFONPITIEDVVRKOQLORORPITILDPADPTYNVAEGCRWDIVAQRACQCLKQ
DCCYDSKDNPVPSWNVKRARDIQVTVEQWGCPDWTLMVNPYSSIKKVKEKIQRRQSCEGLOQRLSFQTPSG
ERKLLRSRSSLAEFGIFSDTRICLLETIPPEIQVFVRNPEGGSHAYAVDPNSLVLGLKQQIEDKQGLLRK
QOELQFLGOVLODWSVLGSYGIKDSDTLILSKKKDTHEFPFLPS

>XP 036989359.1 2'-5"'-oligoadenylate synthase 1 [Artibeus jamaicensis]
MELRRTSAKDLDKFIENHLLPDSPFRDRVNEAIHIICSFLKERCFLOGGGRPVRVLKVVKGGSSGKGTAL
RGRSDADLVVFLSSFGSFQEQFDHREEFIQEIRRQLEACRREKMFQVQFEIRKNTAMMOSHNTAVVQSHR
WGNSRVIRKPRSLSFTLSSCSWSCPQEGVEFDVLPAFDVLGQVTKDYRPDPQIYVKLIQECEGLGREGEF
STCFTELQRAFLKQRPAKLKSLIRLVKYWYQECKQELGHPLPPQYALELLTVYAWERGSREADFIMAEGE
RTVLELVLNYRRLCIYWTKYYDTNHSVIGPYLRRQLOKPRPVILDPADPTGNVGADNPPGGWERLAGKAR
DWLTYPCFKKWDGSPVGSWNVQTI

>XP 036989379.1 LOW QUALITY PROTEIN: 2'-5'-oligoadenylate synthase 2 [Artibeus jamaicensis]
MGNWEFSSACPVTVNSVPAQRLGEYVONFLRPSDDCQRQIDEAMDTICAALEEAEELPTVTDVAKGGSYGR
KTVLRGNSDGTLVIFISDLGQFQDLKRKSQREILNKICKWLKAAQLEQKLAAKMEIKRPWGGGLTIQLST
RWOSVTFDVFPAFDAVGFRNEPCLRTYRELKRSLDMTKASPGEFSVCFTKLOQOKFFNHHPRKLKDLILLV
KAWYQQOCOQKKWKDTSLPPSYALELLTVYAWEQGCGAENFDLAEGIRTVLELIKGPEELCVYWTVNYNFED
MTVRNVILSQIRSPRPVILDPTDPTNNVSKDKTGWQLLKEEAQLWLSSPSLKEPPGPSWNVLPMPLEETP
GHRLDAFIKKFLOPNQTFLNQOMSSAVDIICTFLREQCFRDSSTKVQKPVKGGSTSKGTALKTGSDADIVL
FIDSLVGYTSQKNEVSIVVQKIRNQLEAFQRREAREQKFEVKFEISKWNDPKVLSFSLKSKEFSDSVDED
VLPAYNALGQVHAGVRPHPRVYTDLISLYKRLDLVGGEFSPCFTELQRDFVLSRPTKLKDLIRLVKHWYK
QCARKLKEKGSLPPKYALELLIYAWEQGAGXADFDTAEGFRTVLELVTQYQQLCIFWKVNYNFDNQTVKD
FLLTQIQKTSWRGQAQPRAREPGRPLGAESNPSRQLAPERGPPPCNRVEPAPPTAQKPRASSWTCGTHSS
ATRQAAGL

>XP 036989355.1 2'-5'-oligoadenylate synthase 3 isoform X1 [Artibeus jamaicensis]
MDVYRTPATTLDGLVTSLQLTAEFVGTARRALGTVGAVLRECGGRPGARVAAAPPWRVLKITKGGSFEFGRG
TALRGGCDSELVVFLNCFKSYEDQRARRREILGEMRVLLESSWONQVSGLSLEFLKQDMPGVLQFRLAFP
DLDDQMDVSLVPAFDALGQLSSHVKPKPQVYSALLNSGCQRGEHAACFAELRRNFVNTRPPKVKNLILLV
KHWYRQVCPQEGSREMPPAYALELLTIFAWEKGCGKDAFSLAQGLOTVLGLIQQYQHLCVEWTTNYGFED
PVVKKFLLHQLERPRPVILDPADPTWDVGNGAAWAWDLLAQAAGSCCDRFPFLQAVGGAVKPWEVPGLPR
PGRSGLDLPILEDPAREPSRDSSGLSAACPGAGNRRPFRPAPVFSALDLCQIPSWELDRFIMDHLKPDTL
FORQVSKAIDVILSCLREKCVHKASRVSKGGSFGRGTDLRGGCDAELVIFLNCFENYKDQGPRRAATILDD
MWAQLESWWQDPVPGLTLSFPEQTMTEALQFHLVSPTLKSRMDVSLLPVEFDAVGQLSSGTKPDPQIYCTL
LDSGCQEGEHAACFSELRRNFVNTRPAKLKNLILLVKHWYRQVTQVASRNRAGWPACASLPPAYALELLT
IFAWEQGSGEHRFHMANGLRTVLGLVQQHQQLRVEFWTVNYSFEDPALRMHLLSQLOQKPRPLILDPADPTW
NVGRGSWELLAQEAAALESQACLMSREGIPVQPWDVTPTLLHQTPARDLDKFISDVLOQPDRQFLGQVHKA
VDTICSFLRENCFKNLPIKVLKVVKGGSSAKGTALRGHSDADLVVFLSCFHQFTDQGSRRAETIISETIRAQ
LERCKQEQQFEVKFEISRWENPRVLSFSLASQTMPDQSVDFDVLPAFDALGQLGSGSRPHPRVYADLIRS
CSNAGEYSCCFTELQRDFIVSRPTKLKSLIRLVKHWYRQCTKKPKGKGSLPPQHGLELLTVYAWEQGGRD
PRENMAEGFRTVLELVTRYRQLRVYWTVNYNCEDETIRDFLRTQLOQKARPITILDPADPTGILGHSARWDL
LAEEAAAYMSAPCCMDRDGTPILPWPVKAAV

>XP _037010350.1 2'-5"'-oligoadenylate synthase 1-like [Artibeus jamaicensis] = OAS5
MCQEANTRSQLLPSQERKPKPVQTGQQOKTQRLRVSRROQLCGHCSPVPCQSVKMELSEIPARCLDKFIEDH
LLPDTHFRMQVKEAINVICSFLKERCFRGASHPVRVSKVVKGGSSGKGTTLRGRSDADLVVFEFLSNLGSFQ
EQFDGRAEFIREIKKQLTACQSERGVQFKIRDGGWWNPRSLSFVLRSFWVEGVEFDVLPAFDALGQVPKG
YAHDSLVPEDYRPDPQIYIELIQECKKLGKEGEFSTCFTELQRAFLKQRPTKLKSLIRLVKHWYQTCKEN
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LGKPLPPQYALELLTVYAWEQGNKGTVFSTAQGFRTVLELVMNYQKLLIYWTKYYSFENPVIGQYLMMQL
KKPRPVILDPADPTGNVAGGDPRSWPRLAQEAKAWLSYQCFKNWDGSPVSPWYIQLPAESEDGWTCAIL

>XP_037012124.1 2'-5"'-oligoadenylate synthase-like protein [Artibeus jamaicensis]
MALSPELYGIPASRLDSEFVAQWLOPNREWKEEVLDAVRTVEQFLRAEAFQGEDGLDQEVQVLKVLKVGSF
GNGTVLRSSAEVELVVFLSCFHSFQQEAKHHQAVLRMIRKKLWTCQODLLALGLEVLGVLQGVPDALTFETI
QTRWTAELVTVTIVPAYRALGPSVSNSQPHPEVYVSLIKAGGYPGNFSPSFCELQRNFVKHRPTKLKSLL
RLVKHWYLQYVKAKCPRAMLPPLYALELLTIYAWEMGTLEDENFSLDEGLVTVMELLQKYQSLCIYWTRH
YAFENPIIEDCVRKQFQRERPIILDPADPTHNVAEGYRWDIVAQRANQCLKQDCCYDNEETPVPSWNVKT
ARNITVTIVEQWGYPDLILIVNPHETIKNVKKKIRRRQGYSGQQRLSFQQOPSGERQLLNGCSSLADFGIFS
DTCISLLETMASEILVFVKNPGGGSHAYAIDPKSFVLSLKQQIEDKEGILRNQQQLEFQGQVLODWLAFE
GYGIKDSDTLILSKKKVRRVPFVLS

>XP_010597281.1 2'-5"'-oligoadenylate synthase-like protein isoform X1 [Loxodonta africanal)
MALAQELYDTPASRLDSEFVAQWLOPSREWKEEVLGVVRTVERFLREEHFQGDRGLDQEVRVLKVVKAGSE
GNGTVLRGTAEVELVVFLSCFRSFQEEAKYHQAVLRLIQKKLWRCODLLALGLEDLWVAQGAPGALVETI
QTSGIEELITITIVPAYRALGPLAPNFQPPPDVYVSLIKAHGYPGNFSPSFSELQRNFVKHQPTKLKNLL
RLVKHWYLQYVKAKCPRANLPPFYALELLTIYAWEMGTQKDENFRLDEGLTTVMELLQAYEFVCIYWTKY
YTFONLVIENFVRKQLKKDRPIILDPADPTRNVAEGYRWDIVAQRACQCLKQDCCYDNQEFPVTSWNVKR
ARDIQVTVEQRNYFDLILWVDPYEPIKKIREKIQONRGYSGLQRLSFQEPGGERQLLSSHCSLAYYGVES
NTRIYLLETEFSPEIQVEFVKNQDGRSHAYAIDPNNCILRLKEQIEDRLGLLRROOQQOLEFRGQVLODWLDEG
CYGIQDSDTLILSKKKASEAPFLHS

>XP 023415269.1 2'-5'-oligoadenylate synthase-like protein 2 [Loxodonta africanal
MEHLONLYETPADRLDAFVSHSLOPQGDWKEEVQDAWQRIERFLRDQCFRDELVLDQEVRVLKVVKGGSS
GKGTTLNYSSDVDMVLFLSCEFSSFONLAQLRKDITHFIQEKLDHRSRSLAYNISLVQPRERARAPRSLSF
RVQSRKSSEAIWVDVLPAFNALGSFCPDTKPSPEVYEDLITSAGQPGEFSSSFTELQKHEFVKSCPTKLKS
LLRLVKHWYLOHLKPKYRKVQLPSKYALELLTIYAWEMGTDESENFDMDEGFVAVMKLLRDHEDICIYWT
KYYDFONEIVRNYLKQKLKECRPIILDPADPTNNLGKGKRWDLVAKEAVHCLRQPCCDIEDPGQGWHIQP
ARDVQVTVKKSGEEAQTLSVNPYSPIWKMKKEIKNMEFFLNGHQRLSFQEPGGKRQPLSSQKTLADYGIFES
KVGIRVLETFPPEIQIFVKEPSGONRPYAVRPDGLIWHLKTNIEAAGGPCLEDQILKFQGRNLRNHLSLR
DLQIRTVTHHPIRRGCQVPGKRHRFLLGPSQVRLS

>XP 012629210.1 2'-5"'-oligoadenylate synthase 1-like [Microcebus murinus] = OAS4
MWALKFYNCEHCGSDFVSHTALKYHLRLKHLGKVHCEECGQEVLREKLEDHSKSVHDRSIVETHNLNWEN
LEDRSIKHVATKISKTHRMCSEYFGTVHSQEIPEIQEHHFIANKRAQMSTGFSPHNMLECKSPQELERFA
DENIRPASGPLSAACVAEIGAFTELIQGCFPAPASRVIQGGSYTKGTDTQGCSEVDIVLEFSDVEFANVNNC
KKQLREGLDVLRKNLKQTSRGNRIIMKKRTSLSLRFNFLCIESLHSHSFEIMAYYDVLGPSPSKDLKLHL
YRKLYLCNDIEEAQLCALALLPYQVDEFVKASIVRVKELIRLMTHWEFKTSFAKPTEKNKFRRLPSSYAVEL
LSIYIWELAGKPLLEFSLVQGMRAVLKLLVRYAEIDIVWHRHYHSKFPIFVKVKQKHTRPFILDPVNPTVN
VCDTCNAWDEVARVARCSLCQPLFSGVRAKPPWLETDDWY

>XP 039400985.1 2'-5'-oligoadenylate synthase 1-like isoform X1 [Mauremys reevesii] = OAS4
MDKGDSEGHCASPCKNPGLASCAESYYEITRKSQPEMKVWAEGHGITAGCCPYSVGAQERERERMGSLKFE
YNCEQCGNDEFVSRTALRYHFRAKHLGKVHCEKCGREVLRETLODHEAANHERMTAERQGCFWDMPPKREA
KEFVAIEMSTSCRMCPRKFGTIHSREHHEKQDHQFTASKRAQMATGEFSPDNILDYKNPTELKRFVEEKLRP
VPGPASIACATETEATIINLIKECFPLPIARLIKGGSYIKGTDTQGWSDVDIVLFSEAFENLEDCKKKLPE
VIDDLGKRLKKSSWASRIMMEKRTQSSLRFHFKCYKNHHGHSFDIMPCYDMLGPAPSTGFKQSFYHKIYL
CNDTDEIQLYSMSLLOYQVEFIKASTMKVKDLIRLVKHWFRTSFAKPTAQNKFRRLPSSYAIELITISIW
QLAGKPVFFSLIQGMRAILMLLVRYPEMCIVWHKHYSPNSMIFKKAFQKQTRPFILDPANPTLNVCENSN
AWDEVAHVARRSLLKPLENGVQAKEPWLETNDW

Figure S1. Amino acid sequences of OAS family proteins encoded by genes which have been investigated in
this study. Amino acid sequences of OAS proteins are shown in FASTA format. Annotation as OAS4 or OAS5 is
indicated at the end of the name. Note that some proteins are designated “low-quality” in GenBank because the
nucleotide sequences of the corresponding genes contain at least one frame shift or premature stop, which may be
attributed to genome sequencing errors or genuine mutations. The position of ambiguous sites is marked by X (red
font) in the sequence. OAS1 and OAS2 of the Chinese pangolin (Manis pentadactyla) were predicted as described in
Figure S3. In addition to proteins listed in Table S1, this list contains sequences of proteins which were used for
inferring the evolutionary origin or loss of OAS family genes during the evolution of vertebrates. The latter proteins
are from the following species: African savannah elephant (Loxodonta africana, order: Proboscidea, superorder:
Afrotheria); gray mouse lemur (Microcebus murinus, order: Primates, superorder: Euarchontoglires), Reeves' turtle
(Mauremys reevesii, order: Testudines, class: Reptilia).
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Figure S2. Prediction of exons for OASI and OAS2 genes of the Chinese pangolin (Manis pentadactyla).
GenBank Gene views of LOC118934083 2'-5'-oligoadenylate synthase 2-like [Manis pentadactyla (Chinese pangolin)],
Gene ID: 118934083, updated on 29-May-2021. The LOC118934083 gene prediction in GenBank erroneously links
the OAS1 and OAS?2 genes. Positions of exon 6 of OAS1 (A) and exon 1 of OAS2 (C) are indicated in the Gene views.
Nucleotide sequences of exon 6 of OASI (B) and exon 1 of OAS2 (D) contain coding sequences (red fonts) and
adjacent sequences. The amino acid sequence is shown below the coding sequences. Splice donor and acceptor sites
are underlined.
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Specific hits
NT_2-5085 NT_2-5085 NT_2-5085 NT_2-508S NT_2-5085 NT_2-5085_€1a
Superfanilies 1.C supertami; 1.6 superfami 1. superfamil] RS1C superfamil I)nst_c supersamil Insx.t superfamil
NT_Pol-beta- F

NT_Pol-beta- NT_Pol-beta- NT_Pol-beta- NT_Pol-beta-

Search for similar domain architectures | @ Refine search | @

List of domain hits

Name Accession Description Interval E-value
Hoas1 c pfam10421 -5'-oligoadenylate synthetase 1, domain 2, C-terminus; This is the largely alpha-helical, .. 2080-2263 1.03e-113
[H oas1 c pfam10421 -oligoadenylate synthetase 1, domain 2, C-terminus; This is the largely alpha-helical 557-739 5.04e-110
[+ oas1_C pfam10421 -oligoadenylate synthetase 1, domain 2, C-terminus; This is the largely alpha-helical. 950-1132 2.49e-109
[+ oas1 c pfam10421 -oligoadenylate synthetase 1, domain 2, C-terminus; This is the largely alpha-helical, .. 1343-1525 1.76€-108
[H oas1 c pfam10421 -oligoadenylate synthetase 1, domain 2, C-terminus; This is the largely alpha-helical, ._ 164-346 4.85e-108
[+ oas1 c pfam10421 2'-3"-oligoadenylate synthetase 1, domain 2, C-terminus; This is the largely alpha-helical, ... 1736-1921 6.49e-108
[+ NT_2-50AS_Classl-CCAase d05400 Nucleotidyltransferase (NT) domain of 2'5'-oligoadenylate (2-5A)synthetase (2-50AS) and class 1946-2125 1.05e-21
[ NT_2-50AS_Class|-CCAase cd05400 Nucleotidyltransferase (NT) domain of 2'5'-oligoadenylate (2-5A)synthetase (2-50AS) and class 428-560 1.99%e-14
[+ NT_2-50AS_Classl-CCAase cd05400 Nucleotidyltransferase (NT) domain of 2'5'-oligoadenylate (2-5A)synthetase (2-50AS) and class ... £21-953 1.99e-14
[+ NT_2-50AS_Classl-CCAase d05400 Nucleotidyltransferase (NT) domain of 2'5'-oligoadenylate (2-5A)synthetase (2-50AS) and class 1214-1346 221e-14
[ NT_2-50AS_Classl-CCAase cd05400 Nucleotidyltransferase (NT) domain of 2'5'-oligoadenylate (2-5A)synthetase (2-50AS) and class 1607-1739 9.34e-14
[+ NT_2-50AS_Classl-CCAase cd05400 Nucleotidyltransferase (NT) domain of 2'5'-oligoadenylate (2-5A)synthetase (2-50AS) and class ... 30-167 3.5%e-12

Figure S3. Predicted structure of OAS3 in Pallas's mastiff bat (Molossus molossus). (A) GenBank Gene view of
OAS3 2’-5'-oligoadenylate synthetase 3 [Molossus molossus (Pallas's mastiff bat)], Gene ID: 118639793. (B) Domain
prediction of the OAS3 protein of Molossus molossus. The National Center for Biotechnology Information (NCBI)
and the National Library of Medicine (NLM) are acknowledged for tools and information provided in the public
domain.
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