
Table_S6_positive_importance-fecal

kingdom phylum class order family genus pos_a_4

Otu0071 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_UCG-0051

Otu0023 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_UCG-0010.67293

Otu0087 Bacteria Firmicutes Bacilli LactobacillalesStreptococcaceaeLactococcus 0.467362

Otu0009 Bacteria Firmicutes Clostridia ClostridialesClostridiaceae_1Clostridium_sensu_stricto_10.436323

Otu0100 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeuncultured 0.322184

Otu0089 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeAnaerotruncus0.289518

Otu0053 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_UCG-0060.268312

Otu0076 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeuncultured 0.228268

Otu0048 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeAcetatifactor 0.2197

Otu0109 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeuncultured 0.217344

Otu0064 Bacteria Firmicutes ErysipelotrichiaErysipelotrichalesErysipelotrichaceaeTuricibacter 0.187751

Otu0026 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.182919

Otu0010 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_NK4A136_group0.178079

Otu0070 Bacteria Firmicutes ErysipelotrichiaErysipelotrichalesErysipelotrichaceaeErysipelatoclostridium0.177375

Otu0017 Bacteria Firmicutes Bacilli LactobacillalesLactobacillaceaeLactobacillus0.176532

Otu0047 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.170573

Otu0061 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_NK4A136_group0.160885

Otu0051 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_UCG-0140.135477

Otu0084 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminiclostridium_60.13113

Otu0057 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeuncultured 0.112944

Otu0111 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.105924

Otu0075 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.101105

Otu0184 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.091289

Otu0024 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_ge0.090989

Otu0096 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeuncultured 0.087982

Otu0142 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.08151

Otu0068 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.081454

Otu0040 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_NK4A136_group0.080927

Otu0055 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeA2 0.062543

Otu0006 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.060795

Otu0013 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_NK4A136_group0.057608

Otu0157 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeOscillibacter 0.056628

Otu0015 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeRoseburia 0.056373

Otu0035 Bacteria ProteobacteriaGammaproteobacteriaEnterobacterialesEnterobacteriaceaeEnterobacteriaceae_unclassified0.053858

Otu0097 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeGCA-9000665750.049912

Otu0139 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_NK4A136_group0.048476

Otu0020 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_NK4A136_group0.047895

Otu0014 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_NK4A136_group0.044379

Otu0037 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.039064

Otu0125 Bacteria Firmicutes ErysipelotrichiaErysipelotrichalesErysipelotrichaceaeuncultured 0.037786

Otu0059 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeGCA-9000665750.037396

Otu0042 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.037386

Otu0056 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeuncultured 0.035669

Otu0105 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.035371

Otu0028 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.033542



Otu0039 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.031761

Otu0145 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.030187

Otu0038 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.028933

Otu0162 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.026729

Otu0063 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.026472

Otu0090 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_unclassified0.02641

Otu0083 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_UCG-0140.025417

Otu0116 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.025203

Otu0022 Bacteria ProteobacteriaGammaproteobacteriaEnterobacterialesEnterobacteriaceaeEscherichia-Shigella0.023676

Otu0110 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.023516

Otu0058 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeuncultured 0.023402

Otu0081 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnoclostridium0.022538

Otu0016 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.022307

Otu0092 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.021656

Otu0117 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminiclostridium0.021538

Otu0036 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.020795

Otu0132 Bacteria ActinobacteriaActinobacteriaMicrococcalesMicrococcaceaeMicrococcaceae_unclassified0.02076

Otu0101 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeASF356 0.020525

Otu0074 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.020472

Otu0149 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_NK4A214_group0.020008

Otu0073 Bacteria TenericutesMollicutes AnaeroplasmatalesAnaeroplasmataceaeAnaeroplasma0.019977

Otu0112 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.019632

Otu0128 Bacteria Firmicutes Clostridia ClostridialesFamily_XIII Family_XIII_ge0.01953

Otu0119 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminiclostridium0.018497

Otu0050 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeOscillibacter 0.018439

Otu0088 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeButyricicoccus0.018246

Otu0153 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_unclassified0.017896

Otu0174 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.017813

Otu0135 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.01753

Otu0032 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminiclostridium_50.016388

Otu0130 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeOscillibacter 0.015375

Otu0243 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.014265

Otu0159 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_UCG-0090.014246

Otu0018 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_unclassified0.014062

Otu0046 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.012762

Otu0069 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeuncultured 0.011927

Otu0190 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.011772

Otu0060 Bacteria Firmicutes Clostridia ClostridialesPeptostreptococcaceaeRomboutsia 0.011691

Otu0134 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_NK4B4_group0.011353

Otu0175 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_unclassified0.011061

Otu0144 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.010898

Otu0183 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminiclostridium_50.010134

Otu0201 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeAnaerotruncus0.010066

Otu0065 Bacteria Firmicutes Bacilli LactobacillalesEnterococcaceaeEnterococcus0.009992

Otu0129 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_UCG-0140.009315

Otu0045 Bacteria Firmicutes Bacilli Bacillales StaphylococcaceaeStaphylococcus0.009112

Otu0182 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.009076



Otu0099 Bacteria ActinobacteriaCoriobacteriiaCoriobacterialesEggerthellaceaeAdlercreutzia0.008542

Otu0077 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminiclostridium_90.008197

Otu0141 Bacteria ActinobacteriaCoriobacteriiaCoriobacterialesEggerthellaceaeEggerthellaceae_unclassified0.008035

Otu0093 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminiclostridium_50.007376

Otu0126 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.0073

Otu0106 Bacteria Firmicutes Clostridia ClostridialesPeptococcaceaeuncultured 0.007274

Otu0027 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeAcetatifactor0.007117

Otu0168 Bacteria Firmicutes Clostridia ClostridialesClostridiales_vadinBB60_groupClostridiales_vadinBB60_group_ge0.00703

Otu0131 Bacteria ProteobacteriaAlphaproteobacteriaCaulobacteralesCaulobacteraceaeBrevundimonas0.006729

Otu0103 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnoclostridium0.006605

Otu0167 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminiclostridium_90.006599

Otu0080 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeuncultured 0.006323

Otu0191 Bacteria Firmicutes Clostridia ClostridialesClostridiales_vadinBB60_groupClostridiales_vadinBB60_group_ge0.006183

Otu0008 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeuncultured 0.005948

Otu0012 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.005945

Otu0062 Bacteria ProteobacteriaAlphaproteobacteriaRhizobialesRhizobiaceaeRhizobiaceae_unclassified0.005922

Otu0161 Bacteria Firmicutes Clostridia ClostridialesClostridiales_vadinBB60_groupClostridiales_vadinBB60_group_ge0.005904

Otu0001 Bacteria BacteroidetesBacteroidiaBacteroidalesMuribaculaceaeMuribaculaceae_ge0.005817

Otu0085 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.005722

Otu0170 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeGCA-9000665750.005454

Otu0034 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeAcetatifactor0.005432

Otu0003 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_NK4A136_group0.005409

NA.1 NA NA NA NA NA NA 0.004865

Otu0151 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.004726

Otu0177 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.004692

Otu0136 Bacteria ActinobacteriaActinobacteriaCorynebacterialesNocardiaceaeRhodococcus0.004663

Otu0021 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.004607

Otu0160 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_UCG-0140.004508

Otu0205 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_UCG-0050.004508

Otu0207 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_NK4A136_group0.004285

Otu0152 Bacteria TenericutesMollicutes Mollicutes_RF39Mollicutes_RF39_faMollicutes_RF39_ge0.004181

Otu0044 Bacteria Firmicutes Bacilli Bacillales ListeriaceaeListeria 0.003851

Otu0140 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.003731

Otu0163 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.003685

Otu0002 Bacteria BacteroidetesBacteroidiaBacteroidalesMuribaculaceaeMuribaculaceae_ge0.003667

Otu0150 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.003638

Otu0072 Bacteria ProteobacteriaGammaproteobacteriaPseudomonadalesPseudomonadaceaePseudomonas0.003618

Otu0193 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminiclostridium0.003367

Otu0054 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.003048

Otu0166 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeOscillibacter 0.002816

Otu0214 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_UCG-0010.002811

Otu0232 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_unclassified0.002792

Otu0079 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.002661

Otu0187 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeAcetatifactor0.002626

Otu0198 Bacteria Firmicutes Clostridia ClostridialesClostridiales_vadinBB60_groupClostridiales_vadinBB60_group_ge0.002454

Otu0121 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.002145

Otu0231 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.00199



Otu0192 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_UCG-0060.001975

Otu0172 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_UCG-0010.001875

Otu0218 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_UCG-0140.001769

Otu0242 Bacteria ProteobacteriaGammaproteobacteriaBetaproteobacterialesBurkholderiaceaeRalstonia 0.001745

Otu0228 Bacteria TenericutesMollicutes Mollicutes_RF39Mollicutes_RF39_faMollicutes_RF39_ge0.00156

Otu0229 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_NK4A136_group0.00156

Otu0292 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.001396

Otu0230 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.001263

Otu0238 Bacteria ProteobacteriaAlphaproteobacteriaRhizobialesXanthobacteraceaeBradyrhizobium0.001263

Otu0221 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeGCA-9000662250.001206

Otu0235 Bacteria Firmicutes Clostridia ClostridialesClostridiales_vadinBB60_groupClostridiales_vadinBB60_group_ge0.001153

Otu0133 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_unclassified0.000697

Otu0114 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.000647

Otu0146 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.000541

Otu0138 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_unclassified0.000477

Otu0154 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0.000302

Otu0169 Bacteria Firmicutes ErysipelotrichiaErysipelotrichalesErysipelotrichaceaeErysipelotrichaceae_unclassified0.000234

Otu0223 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified8.67E-05

Otu0113 Bacteria Firmicutes Bacilli LactobacillalesLactobacillaceaeLactobacillus 7.76E-05

Otu0156 Bacteria ActinobacteriaActinobacteriaMicrococcalesMicrobacteriaceaeCurtobacterium 0

Otu0165 Bacteria Firmicutes Bacilli Bacillales Bacillaceae Bacillus 0

Otu0178 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0

Otu0185 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_unclassified0

Otu0186 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0

Otu0202 Bacteria Firmicutes Clostridia ClostridialesClostridiales_vadinBB60_groupClostridiales_vadinBB60_group_ge0

Otu0204 Bacteria ActinobacteriaActinobacteriaCorynebacterialesNocardiaceaeGordonia 0

Otu0212 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_unclassified0

Otu0215 Bacteria TenericutesMollicutes Mollicutes_RF39Mollicutes_RF39_faMollicutes_RF39_ge 0

Otu0219 Bacteria VerrucomicrobiaVerrucomicrobiaeVerrucomicrobialesAkkermansiaceaeAkkermansia 0

Otu0222 Bacteria Firmicutes ErysipelotrichiaErysipelotrichalesErysipelotrichaceaeCandidatus_Stoquefichus0

Otu0226 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0

Otu0227 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_unclassified0

Otu0234 Bacteria BacteroidetesBacteroidiaBacteroidalesMuribaculaceaeMuribaculaceae_ge 0

Otu0236 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminiclostridium_90

Otu0237 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0

Otu0239 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_unclassified0

Otu0240 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0

Otu0244 Bacteria Firmicutes Clostridia ClostridialesClostridiales_vadinBB60_groupClostridiales_vadinBB60_group_ge0

Otu0245 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_unclassified0

Otu0246 Bacteria Firmicutes Clostridia ClostridialesFamily_XIII Family_XIII_AD3011_group0

Otu0247 Bacteria Firmicutes Clostridia ClostridialesClostridiales_vadinBB60_groupClostridiales_vadinBB60_group_ge0

Otu0248 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_unclassified0

Otu0249 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_UCG-0140

Otu0250 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0

Otu0251 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminiclostridium 0

Otu0252 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0

Otu0253 Bacteria Firmicutes Clostridia ClostridialesClostridiales_vadinBB60_groupClostridiales_vadinBB60_group_ge0



Otu0254 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0

Otu0255 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeOscillibacter 0

Otu0256 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_UCG-0060

Otu0259 Bacteria TenericutesMollicutes Mollicutes_RF39Mollicutes_RF39_faMollicutes_RF39_ge 0

Otu0260 Bacteria Firmicutes Firmicutes_unclassifiedFirmicutes_unclassifiedFirmicutes_unclassifiedFirmicutes_unclassified0

Otu0261 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0

Otu0262 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminiclostridium 0

Otu0263 Bacteria Firmicutes Clostridia ClostridialesFamily_XIII Family_XIII_AD3011_group0

Otu0264 Bacteria Firmicutes Clostridia ClostridialesClostridiales_vadinBB60_groupClostridiales_vadinBB60_group_ge0

Otu0266 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_UCG-0140

Otu0267 Bacteria Firmicutes Bacilli LactobacillalesLactobacillaceaeLactobacillus 0

Otu0269 Bacteria BacteroidetesBacteroidiaBacteroidalesMuribaculaceaeMuribaculaceae_ge 0

Otu0270 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_NK4A136_group0

Otu0271 Bacteria Firmicutes Clostridia ClostridialesClostridiales_unclassifiedClostridiales_unclassified0

Otu0272 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_UCG-0130

Otu0273 Bacteria Firmicutes Clostridia ClostridialesClostridiales_vadinBB60_groupClostridiales_vadinBB60_group_ge0

Otu0274 Bacteria Firmicutes Clostridia ClostridialesClostridiales_vadinBB60_groupClostridiales_vadinBB60_group_ge0

Otu0275 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_UCG-0010

Otu0276 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_unclassified0

Otu0277 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_NK4A136_group0

Otu0278 Bacteria ActinobacteriaCoriobacteriiaCoriobacterialesEggerthellaceaeEggerthellaceae_unclassified0

Otu0279 Bacteria BacteroidetesBacteroidiaBacteroidalesMuribaculaceaeMuribaculaceae_ge 0

Otu0280 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_UCG-0010

Otu0282 Bacteria ActinobacteriaActinobacteriaMicrococcalesBrevibacteriaceaeBrevibacterium 0

Otu0283 Bacteria BacteroidetesBacteroidiaBacteroidalesMuribaculaceaeMuribaculaceae_ge 0

Otu0284 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_UCG-0140

Otu0285 Bacteria ProteobacteriaAlphaproteobacteriaRhizobialesBeijerinckiaceaeMethylobacterium 0

Otu0286 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_UCG-0130

Otu0287 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeButyricicoccus 0

Otu0288 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0

NA.2 NA NA NA NA NA NA 0

Otu0290 Bacteria Firmicutes Clostridia ClostridialesClostridiales_vadinBB60_groupClostridiales_vadinBB60_group_ge0

Otu0291 Bacteria ProteobacteriaAlphaproteobacteriaRhizobialesBeijerinckiaceaeMethylobacterium 0

Otu0293 Bacteria TenericutesMollicutes Mollicutes_RF39Mollicutes_RF39_faMollicutes_RF39_ge 0

Otu0294 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_unclassified0

Otu0295 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnoclostridium 0

Otu0296 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_UCG-0140

Otu0297 Bacteria ProteobacteriaGammaproteobacteriaPseudomonadalesPseudomonadaceaePseudomonas 0

Otu0298 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0

NA.3 NA NA NA NA NA NA 0

Otu0301 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_UCG-0010

NA.4 NA NA NA NA NA NA 0

Otu0303 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_NK4A136_group0

Otu0304 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeFlavonifractor 0

NA.5 NA NA NA NA NA NA 0

Otu0306 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0

Otu0307 Bacteria Firmicutes Bacilli Bacillales PaenibacillaceaePaenibacillus 0



Otu0310 Bacteria ProteobacteriaAlphaproteobacteriaRhizobialesLabraceae Labrys 0

Otu0312 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminiclostridium_90

Otu0313 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnoclostridium 0

Otu0317 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0

Otu0318 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_UCG-0140

NA.6 NA NA NA NA NA NA 0

Otu0322 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0

Otu0323 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0

NA.7 NA NA NA NA NA NA 0

NA.8 NA NA NA NA NA NA 0

Otu0330 Bacteria ProteobacteriaAlphaproteobacteriaRhizobialesRhizobiaceaePhyllobacterium 0

NA.9 NA NA NA NA NA NA 0

Otu0333 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0

NA.10 NA NA NA NA NA NA 0

Otu0335 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_UCG-0140

NA.11 NA NA NA NA NA NA 0

NA.12 NA NA NA NA NA NA 0

Otu0339 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeAcetatifactor 0

Otu0342 Bacteria Firmicutes Clostridia ClostridialesClostridiales_vadinBB60_groupClostridiales_vadinBB60_group_ge0

Otu0343 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0

NA.13 NA NA NA NA NA NA 0

NA.14 NA NA NA NA NA NA 0

Otu0348 Bacteria ProteobacteriaGammaproteobacteriaGammaproteobacteria_Incertae_SedisUnknown_FamilyAcidibacter 0

Otu0351 Bacteria Firmicutes Clostridia ClostridialesClostridiales_unclassifiedClostridiales_unclassified0

Otu0352 Bacteria BacteroidetesBacteroidiaBacteroidalesMuribaculaceaeMuribaculaceae_ge 0

Otu0353 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminiclostridium_60

Otu0356 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0

NA.15 NA NA NA NA NA NA 0

Otu0361 Bacteria TenericutesMollicutes Mollicutes_RF39Mollicutes_RF39_faMollicutes_RF39_ge 0

Otu0366 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0

NA.16 NA NA NA NA NA NA 0

Otu0370 Bacteria TenericutesMollicutes Mollicutes_RF39Mollicutes_RF39_faMollicutes_RF39_ge 0

NA.17 NA NA NA NA NA NA 0

NA.18 NA NA NA NA NA NA 0

NA.19 NA NA NA NA NA NA 0

NA.20 NA NA NA NA NA NA 0

Otu0382 Bacteria ProteobacteriaAlphaproteobacteriaRhizobialesXanthobacteraceaeRhodopseudomonas0

NA.21 NA NA NA NA NA NA 0

Otu0386 Bacteria TenericutesMollicutes Mollicutes_RF39Mollicutes_RF39_faMollicutes_RF39_ge 0

Otu0387 Bacteria ProteobacteriaGammaproteobacteriaBetaproteobacterialesBurkholderiaceaeJanthinobacterium 0

Otu0390 Bacteria BacteroidetesBacteroidiaBacteroidalesPrevotellaceaePrevotella_9 0

NA.22 NA NA NA NA NA NA 0

NA.23 NA NA NA NA NA NA 0

Otu0401 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified0

NA.24 NA NA NA NA NA NA 0

NA.25 NA NA NA NA NA NA 0

NA.26 NA NA NA NA NA NA 0



Otu0412 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_NK4A136_group0

NA.27 NA NA NA NA NA NA 0

Otu0425 Bacteria ProteobacteriaGammaproteobacteriaEnterobacterialesEnterobacteriaceaeYersinia 0

NA.28 NA NA NA NA NA NA 0

Otu0428 Bacteria ProteobacteriaAlphaproteobacteriaSphingomonadalesSphingomonadaceaeSphingomonas 0

NA.29 NA NA NA NA NA NA 0

Otu0434 Bacteria ProteobacteriaGammaproteobacteriaBetaproteobacterialesBurkholderiaceaePelomonas 0

Otu0435 Bacteria Firmicutes Clostridia ClostridialesFamily_XI Anaerococcus 0

NA.30 NA NA NA NA NA NA 0

NA.31 NA NA NA NA NA NA 0

Otu0444 Bacteria CyanobacteriaMelainabacteriaObscuribacteralesObscuribacterales_faObscuribacterales_ge0

Otu0447 Bacteria TenericutesMollicutes Mollicutes_RF39Mollicutes_RF39_faMollicutes_RF39_ge 0

Otu0448 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeFaecalibacterium 0

Otu0451 Bacteria AcidobacteriaAcidobacteriiaSubgroup_2Subgroup_2_faSubgroup_2_ge 0

NA.32 NA NA NA NA NA NA 0

Otu0454 Bacteria ActinobacteriaActinobacteriaCorynebacterialesCorynebacteriaceaeCorynebacterium_1 0

NA.33 NA NA NA NA NA NA 0

NA.34 NA NA NA NA NA NA 0

Otu0460 Bacteria ActinobacteriaActinobacteriaMicrococcalesMicrococcaceaeKocuria 0

Otu0464 Bacteria ProteobacteriaAlphaproteobacteriaRhizobialesRhizobiaceaeAureimonas 0

NA.35 NA NA NA NA NA NA 0

NA.36 NA NA NA NA NA NA 0

Otu0476 Bacteria BacteroidetesBacteroidiaSphingobacterialesSphingobacteriaceaeSphingobacterium 0

Otu0484 Bacteria Firmicutes Bacilli Bacillales Bacillales_unclassifiedBacillales_unclassified0

Otu0485 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeCaproiciproducens 0

Otu0492 Bacteria ProteobacteriaGammaproteobacteriaPseudomonadalesMoraxellaceaeEnhydrobacter 0

NA.37 NA NA NA NA NA NA 0

NA.38 NA NA NA NA NA NA 0

Otu0501 Bacteria ProteobacteriaAlphaproteobacteriaSphingomonadalesSphingomonadaceaeSphingomonas 0

NA.39 NA NA NA NA NA NA 0

NA.40 NA NA NA NA NA NA 0

NA.41 NA NA NA NA NA NA 0

NA.42 NA NA NA NA NA NA 0

Otu0534 Bacteria Deinococcus-ThermusDeinococci Thermales ThermaceaeThermus 0

Otu0540 Bacteria ProteobacteriaAlphaproteobacteriaCaulobacteralesCaulobacteraceaeuncultured 0

Otu0541 Bacteria Firmicutes NegativicutesSelenomonadalesVeillonellaceaeVeillonella 0

NA.43 NA NA NA NA NA NA 0

Otu0551 Bacteria BacteroidetesBacteroidiaBacteroidalesPrevotellaceaePrevotella_7 0

NA.44 NA NA NA NA NA NA 0

NA.45 NA NA NA NA NA NA 0

NA.46 NA NA NA NA NA NA 0

NA.47 NA NA NA NA NA NA 0

NA.48 NA NA NA NA NA NA 0

Otu0578 Bacteria ProteobacteriaGammaproteobacteriaBetaproteobacterialesBurkholderiaceaeAchromobacter 0

Otu0588 Bacteria PlanctomycetesPlanctomycetaciaPlanctomycetalesRubinisphaeraceaeuncultured 0

Otu0593 Bacteria PlanctomycetesPlanctomycetaciaPlanctomycetalesRubinisphaeraceaePlanctomicrobium 0

Otu0595 Bacteria ActinobacteriaActinobacteriaCorynebacterialesCorynebacteriaceaeCorynebacterium 0



NA.49 NA NA NA NA NA NA 0

Otu0606 Bacteria ProteobacteriaGammaproteobacteriaBetaproteobacterialesBurkholderiaceaeBurkholderia-Caballeronia-Paraburkholderia0

NA.50 NA NA NA NA NA NA 0

Otu0608 Bacteria ActinobacteriaActinobacteriaActinobacteria_unclassifiedActinobacteria_unclassifiedActinobacteria_unclassified0

Otu0611 Bacteria Firmicutes Bacilli Bacillales Bacillales_unclassifiedBacillales_unclassified0

NA.51 NA NA NA NA NA NA 0

NA.52 NA NA NA NA NA NA 0

Otu0659 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_ge0

NA.53 NA NA NA NA NA NA 0

Otu0667 Bacteria Firmicutes Bacilli Bacillales BacillaceaeOceanobacillus 0

Otu0677 Bacteria ActinobacteriaActinobacteriaPropionibacterialesNocardioidaceaeNocardioides 0

Otu0683 Bacteria CyanobacteriaMelainabacteriaObscuribacteralesObscuribacterales_faObscuribacterales_ge0

Otu0718 Bacteria PlanctomycetesPlanctomycetaciaPirellulales PirellulaceaePirellulaceae_unclassified0

Otu0722 Bacteria ProteobacteriaGammaproteobacteriaSteroidobacteralesSteroidobacteraceaeuncultured 0

Otu0727 Bacteria Firmicutes Clostridia ClostridialesClostridiaceae_1Clostridiaceae_1_unclassified0

NA.54 NA NA NA NA NA NA 0

NA.55 NA NA NA NA NA NA 0

NA.56 NA NA NA NA NA NA 0

NA.57 NA NA NA NA NA NA 0

Otu0764 Bacteria Firmicutes Bacilli LactobacillalesLactobacillaceaeLactobacillus 0

Otu0781 Bacteria Deinococcus-ThermusDeinococci DeinococcalesDeinococcaceaeDeinococcus 0

NA.58 NA NA NA NA NA NA 0

Otu0865 Bacteria ActinobacteriaActinobacteriaMicrococcalesIntrasporangiaceaeOrnithinimicrobium 0

NA.59 NA NA NA NA NA NA 0

Otu0123 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_NK4A136_group-0.00022

Otu0104 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeTyzzerella -0.00031

Otu0220 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified-0.00035

Otu0173 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_UCG-014-0.00037

Otu0233 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified-0.00039

Otu0195 Bacteria Firmicutes Clostridia ClostridialesClostridiales_unclassifiedClostridiales_unclassified-0.00041

Otu0107 Bacteria ProteobacteriaAlphaproteobacteriaRhizobialesRhizobiaceaeBrucella -0.00072

Otu0095 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_NK4A136_group-0.00119

Otu0181 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_unclassified-0.00127

Otu0194 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_NK4A136_group-0.00133

Otu0224 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified-0.00133

Otu0209 Bacteria Firmicutes Clostridia ClostridialesPeptococcaceaeuncultured -0.0014

Otu0265 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeTyzzerella_3 -0.0014

Otu0143 Bacteria ProteobacteriaGammaproteobacteriaXanthomonadalesXanthomonadaceaeStenotrophomonas-0.00151

Otu0199 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_NC2004_group-0.00156

Otu0211 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified-0.00166

Otu0179 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified-0.00167

Otu0213 Bacteria Firmicutes Clostridia ClostridialesClostridiales_unclassifiedClostridiales_unclassified-0.00177

Otu0137 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified-0.0019

Otu0019 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminiclostridium_9-0.00195

Otu0031 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeMarvinbryantia-0.00202

Otu0189 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified-0.00226

Otu0171 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_UCG-010-0.00241



Otu0147 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified-0.00241

Otu0257 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminiclostridium_5-0.00244

Otu0360 Bacteria ProteobacteriaGammaproteobacteriaPseudomonadalesPseudomonadaceaePseudomonas-0.00255

Otu0158 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_unclassified-0.00325

Otu0155 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeAnaerotruncus-0.00373

Otu0098 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_UCG-014-0.00413

Otu0188 Bacteria ProteobacteriaAlphaproteobacteriaRhizobialesRhizobiaceaeMesorhizobium-0.00429

Otu0164 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_UCG-014-0.00444

Otu0206 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_UCG-014-0.00448

Otu0176 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_UCG-014-0.00475

Otu0005 Bacteria BacteroidetesBacteroidiaBacteroidalesMuribaculaceaeMuribaculaceae_ge-0.00489

Otu0108 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified-0.00498

Otu0216 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified-0.00518

Otu0148 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified-0.00519

Otu0122 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminiclostridium_9-0.00532

Otu0115 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeTyzzerella_3 -0.00571

Otu0200 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_ge-0.00588

Otu0066 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified-0.00602

Otu0180 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeOscillibacter -0.00681

Otu0030 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeOscillibacter -0.00695

Otu0225 Bacteria Firmicutes Clostridia ClostridialesFamily_XIII Family_XIII_ge-0.00712

Otu0094 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeIntestinimonas-0.00743

Otu0091 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_FCS020_group-0.0082

Otu0196 Bacteria Firmicutes ErysipelotrichiaErysipelotrichalesErysipelotrichaceaeErysipelotrichaceae_unclassified-0.00858

Otu0082 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified-0.0102

Otu0029 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified-0.01047

Otu0043 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminiclostridium-0.01195

Otu0208 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified-0.01199

Otu0127 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_NK4A136_group-0.01219

Otu0120 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_unclassified-0.01237

Otu0067 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified-0.01295

Otu0078 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_UCG-014-0.01394

Otu0118 Bacteria Firmicutes Clostridia ClostridialesClostridiales_vadinBB60_groupClostridiales_vadinBB60_group_ge-0.01445

Otu0049 Bacteria Firmicutes Bacilli Bacillales Bacillaceae Bacillus -0.01521

Otu0102 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_unclassified-0.01521

Otu0025 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified-0.01589

Otu0033 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeA2 -0.01969

NA.60 NA NA NA NA NA NA -0.02004

Otu0124 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminococcaceae_UCG-014-0.02004

Otu0004 Bacteria Firmicutes Bacilli LactobacillalesLactobacillaceaeLactobacillus -0.02137

Otu0086 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified-0.02384

Otu0052 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_unclassified-0.02465

Otu0011 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnospiraceae_NK4A136_group-0.02523

Otu0007 Bacteria Firmicutes Clostridia ClostridialesRuminococcaceaeRuminiclostridium-0.02649

Otu0041 Bacteria Firmicutes Clostridia ClostridialesLachnospiraceaeLachnoclostridium-0.03211


