
Supplemental figure S1: The percent of CD62L+ cells in cultured PBMCs 
are shown (a) along with  the CD62L+ subpopulation of CD4+ cells (b). 
Stimulated with Map antigen consistently lowered the presence of these 
cell types, but the effect was not significant. The treatments are shown 
between a and b (NS=no stimulation and MPS=stimulation with Map
antigen).



Supplemental figure S2: The percent of CD1+ (a) and CD45RO+ cells (b) 
in cultured PBMCs are shown. Stimulated with Map antigen consistently 
lowered the presence of these cell types, but the effect was not 
significant. The treatments are shown between a and b (NS=no 
stimulation and MPS=stimulation with Map antigen). Panels c and d
examine dendritic cell populations in fresh PBMCs.



                        Supplemental Table S1. Sequence data of subcloned inserts obtained from the Map-lambda  
      phage expression library  

Clone Treatment Annotated ORFs   K-10 Coordinates for:  
Name group present in clone insert T3 end1 T7 end1 Insert size2 
g1 Both MAP1569 – MAP1571 1,723,219 1,725,800 2,582 bp 
g2 Both MAP1569 – MAP1571 1,722,980 1,725,785 2,806 bp 
g3 Both MAP1569 – MAP1571 1,723,219 1,725,939 2,721 bp 
g4 Both MAP1271c, MAP1272c 1,360,120 1,357,433 2,688 bp 
g5 Both MAP1569 – MAP1571 1,723,219 1,725,800 2,582 bp 
g6 Both MAP1568 – MAP1571 1,722,626 1,725,469 2,844 bp 
g7 Both MAP1569 – MAP1571 1,723,219 1,726,242 3,024 bp 
g8 Both MAP1568 – MAP1571 1,722,597 1,725,800 3,204 bp 
g9 Both MAP1271c, MAP1272c 1,360,120 1,357,004 3,117 bp 
gv-1 Vaccinated MAP0583 – MAP0586c   609,091 611,221 2,131 bp 
gv-2 Vaccinated MAP3419c – MAP3420c 3,799,578 3,797,133 2,446 bp 
gv-3 Vaccinated MAP1561c 1,714,775 1,716,462 1,688 bp 
gv-4 Vaccinated MAP3420c 3,796,315 3,798,923 2,609 bp 
gv-5 Vaccinated MAP0582 – MAP0586 607,731 611,591 3,861 bp 
gv-6 Vaccinated MAP1561c, MAP1562c 1,714,798 1,716,940 2,143 bp 
gv-7 Vaccinated MAP0583 – MAP0585 608,935 611,039 2,105 bp 
gv-8 Vaccinated MAP3184 – MAP3186c 3,533,908 3,537,283 3,376 bp 
gv-9 Vaccinated MAP3419c, MAP3420c 3,797,317 3,798,940 1,624 bp 
gv-10 Vaccinated MAP3185 – MAP3187 3,535,425 3,538,465 3,041 bp 
gv-11 Vaccinated MAP0585 – MAP0587 609,840 613,206 3,367 bp 

  1 The front (T3) and back (T7) represent ends of the cloned insert relative to the lacZ promoter. 
2 K-10 genome coordinates were obtained from the RefSeq genome (GCF_000007865.1). 

 



Supplemental Figure S3. MAP_0585, a gene encoding a hypothetical protein, is detected 
in vaccinated goats. Sequence analysis of expression library subclone inserts shows four 
overlapping sequences aligned with the corresponding K-10 genome sequence (a). Only 
the MAP_0585 gene was present in all four clones. Clone insert sizes and genome 
coordinates are shown in Table 1. (b) Immunoblot analysis of IPTG-induced lysates 
harboring each clone in (a). Pooled goat sera diluted 1:400 served as the primary 
antibody. A similar sized band approximately 35-kDa in size is detected in each sub-clone. 
Kilodalton size standards are indicated in the left margin. Lanes: 1=Protein size standards; 
2=Clone gv1; 3=Clone gv5; 4=Clone gv7; 5=Clone gv11; 6=E.coli control lysate.



Supplemental Figure S4. MAP_1569 is detected in vaccinated and infected goats. (a) 
Overlapping subclone sequences aligned with the corresponding K-10 genome with 
annotated coding sequences shown in gray. (b) Immunoblot analysis of overlapping IPTG-
induced lambda phage subclones shown in a. The blot was probed with pooled sera from 
the vaccinated goats. All cloned inserts contained the full length MAP_1569 and 
MAP_1570 genes. Kilodalton size standards are indicated in the left margin. 



Supplemental Figure S5. MAP1272c is detected in vaccinated and infected goats. 
Sequence analysis of expression library subclone inserts shows two overlapping 
sequences aligned with the Map K-10 genome (a). Annotated K-10 genes are shown in 
gray. Clone insert sizes and genome coordinates are shown in Supplemental table S1. (b) 
Immunoblot analysis of IPTG-induced lysates harboring the clones in (b). Pooled goat sera 
diluted 1:400 served as the primary antibody. Kilodalton size standards are indicated in 
the left margin. Lanes: 1=Clone g4; 2=Clone g9. Note that only MAP1272c is common to 
both inserts in (a) and is the expected size. MAP1272c is 29 kDa and MAP1271c is 78 kDa.
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