Supplementary Material

Supplementary Table S1. Segment-specific sequencing metrics for the MRV1_SP/BR genome.

Segment Consensus length (nt) Mapped reads Mean coverage (x)
L1 3,963 4,283 3,710
L2 3,870 4,090 1,712
L3 3,873 4,023 980
M1 2,259 2,669 1,100
M2 2,127 2,629 1,225
M3 2,166 2,936 450
S1 1,454 1,534 610
S2 1,271 2,081 3,232
S3 1,101 1,470 180
S4 1,295 1,405 652




Supplementary Material

0.03

L1

LC705322/MRV3/Pig/japan/2021
LC613219/MRV1/Wastewater/Japan/2020
OR074582/MRV1/Wastewater/Canada/2012

MK279729/MRV1/Pig/China/2017

PP942556/Sheep/USA/2023
0P057397/MRV2/Bat/USA/2017
MW582622/MRV1/Bat/South Korea/2019
OP057407/MRV1/Bat/USA/2018
MN788294/Pig/China/2017
KX263307/MRV1/Bat/China/
KF791261/Bat/China/2012
1Q412755/Bat/Germany/2008
JX028412/MRV3/Bat/Italy/2012
KX932029/MRV3/Human/Switzerland/2015
PV209793/MRV1/Wastewater/Brazil/2021
MGA457078/MRV3/Bat/Slovenia/2010
KF154724/MRV3/Human/Slovenia;
10 MH933769/MRV2/Human/Cameroon/2014
AF368033/MRV4/Murine/Cameroon/1974

MG999576/MRV2/Human/Slovenia/2017

88| MG457108/MRV2/Bat/Slovenia/2008

LC818374/Bovine/japan/2021
KJ676379/Bovine/USA/2014

0Q627750/MRV3/Bovine/China/2023

MG457088/MRV1/Bat/Slovenia/2012

0.03

— NC077842/MRV3/Human/USA/2002

100 LC705294/MRV2/Pig/japan/2020
LC705304/MRV3/Pig/japan/2021
LCA82240/MRV2/Pig/Taiwan/2015
100 LC482230/MRV2/Pig/Taiwan/2015
LC482413/MRV2/Pig/Taiwan/2015
LC705284/MRV2/Pig/japan/2018
MN233014/MRV1/Pig/USA/2014
KM820746/MRV3/Pig/USA/2014
KM820756/MRV3/Pig/USA/2014
LC533906/MRV2/Boar/Zambia/2018
LC533926/MRV2/Boar/Zambia/2018
100) LC705314/MRV3/Pig/japan/2021
LC705324/MRV3/Pig/japan/2021

J

Q412757/Bat/Germany/2008

. Pig/Boar
. Other
- Bovine
. Human
B st

. Goat
. Rodent
. Sheep

B wastewater

MGA451063/MRV1/Tree shrew/China/2011
KM087107/Bat/China/2012
MG457080/MRV2/Bat/Slovenia/2010
KU194660/MRV3/Bat/Italy/2012

MG457090/MRV1/Bat/Slovenia/2012
0Q627752/MRV3/Bovine/China/2023
LC773580/MRV2/Bat/Indonesia/2012
99 LC773570/MRV2/Bat/Indonesia/2012
LC773590/MRV2/Bat/Indonesia/2012

LC773568/MRV2/Bat

2012

PQ442200/MRV3/Tree shrew/Malaysia/2023

NC013225/MRV3/Masked palm civet/China/2004
MN233099/MRV2/Pig/USA/2014
MN582420/Pig/China/2018

0OP057385/MRV1/Bat/USA/2017
JX415466/MRV1/Pig/China/2017
NCO077839/MRV3/Human/USA/2002
MW929746/Pig/USA/2018
LC705302/MRV3/Pig/japan/2021

0.07

KX932030/MRV3/Human/Switzerland/2015
KU194659/MRV3/Bat/ltaly/2012
MG457079/MRV3/Bat/Slovenia/2010
KF154725/MRV3/Human/Slovenia/
KX343201/MRV3/Swine/ltaly/2015

100; MN582421/Pig/China/2018
MW652776/MRV2/Yak/China/2018
100y OP057408/MRV1/Bat/USA/2018
OP057386/MRV1/Bat/USA/2017

MT498602/Bat/USA/2019

MT518184/MRV2/Human/Slovenia/2011

MG457089/MRV.

100,

100)
84

100l

012
MG457109/MRV2/Bat/Slovenia/2008
MZ298656/MRV2/Pig/China/2018
MN233039/MRV2/Pig/USA/2014
MN233037/MRV1/Pig/USA/2014
0OP963625/Bat/China/2017

MG457099/Bat/China/2017
KU194667/MRV2/Bat/ltaly/2012

LC121917/MRV2/Lion/Japan/2011

MN788295/Pig/China/2017
OP057398/MRV2/Bat/USA/2017
PV209794/MRV1/Wastewater/Brazil/2021

MG999578/MRV2/Human/Slovenia/2017
100 GQ468270/MRV3/Masked palm civet/China/2004
NC013229/MRV3/Masked palm civet/China/2004
MWS582624/MRV1/Bat/South Korea/2019
KX384848/Rat/Hungary/2006
MG457110/MRV2/Bat/Slovenia/2008
OP057387/MRV1/Bat/USA/2017
KJ676381/MRV3/Bovine/USA/2014
100 LC818350/Bovine/Japan/2021
LC818364/Bovine/Japan/2021
MG457120/MRV1/Bat/Slovenia/2009
OP057409/MRV1/Bat/USA/2018
MW198706/MRV1/Bovine/China/2016
0Q789609/MRV2/Bat/Korea/2021
KC462151/MRV1/Mink/China/2013

10 MN582422/Pig/China/2018
MW652777/MRV2/Yak/China/2018
PP235842/Sheep/China/2023

Q- OP057399/MRV2/Bat/USA/2017
PV209795/MRV1/Wastewater/Brazil/2021
OR074628/MRV1/Wastewater/Canada/2012
MG457100/MRV1/Bat/Slovenia/2009
N799428/Pig/Austria/1998
LC613211/MRV2/Wastewater/Japan/2020
KY419122/MRV3/Pig/China/2013
LC613221/MRV1/Wastewater/Japan/2020
00~ MZ516380/MRV3/Pig/india/2017
PQ306485/MRV3/Pig/China/2020

100

Figure S1. Phylogenetic tree of the complete L1, L2 and L3 segments of the Brazilian

Sao Remo MRV1_SP/BR strain (indicated by black arrows). Different hosts/sources are

highlighted in different colors
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Figure S2. Phylogenetic tree of the complete M1, M2 and M3 segments

LC4B2415/MRY2/Pig/Taivan/2015
LC705306/MRV3/Pig/apan/2021

LC818501/Bovin

pan2021

ot

LCT05297/MRV2/B0arapani2021

3/PigiChina/2012

84 | KMB20759MRVAPIGIUSAZ014

QR344332/Wild pika/China/2019

MNZIIAIMRYZIPIGIUS

005

LCT7357: 2/Batvindonesia/2012
[

Bovine/USA2014 86 29T51IPIGUSA2018

LCB18804/8:

vinelJapan/2021 C482243MRVZIPig Taiwan/2015

KMOB7109/Bat/Ch OR392826/MRVY/Boar/Chinai2018

A12759/BatiGe!
JQa12759/8. MZ298550MRV2/Pg China!
KU104662/MRV3/Ba

taly/201

PV209797/MRVL

lastewater/Brazil/2021

. Pig/Boar
[ other
[l Bovine
. Human
[ R

[ Goat
[ Rodent
B sheep

LCS70755/MRV3/Wild boarapan/2618

T

NC_013228/MRY3/Masked palm <ivet/China/2004

KU19467

2iBatfitaly/201
OPLEGA61/MRY:

hinar2016

MK270733/MRYL
0Q789611/MRY2
LCT05316/MRV3{Pigijapan/2021
LCT05296/1RV2/Pig
41547 1MRVLPigiChinal2011

KX343204/MRY3/Pig/italy

igiChina 2017

t/South Korea,
Lew

7

fjapan 2020

meroon/1974

MG33a58

smar

MWSB262

/MRY1/BatiSouth Korea/201%
MGAST092/MRY1/BatSlavenia 2012
MHI33T73/MAY2 )

uman/Cameroon/2014

/MRV2/BatiUSAZ017

906 17/MAV1/HUman/USA/1953
MT151668/MRY 3/Pig/ltaly/2016

MNZ33052/MRY 2 [Pig/USAZ014

LCT05286/MRV2

gijapan/2018

ORO74540/MRV2/Wastewater/Canad

arrows). Different hosts/sources are highlighted in different colors.

07 7BASMRVHUmARUSA/Z002

IRV BavSIovers

10| ©

05MRVATres Shre

B vastewater

LCB18695/Bovine/Japan'2021

KIBTB384/Bovine/USAZ014

apan/2021

2008

AFIT4382MRVY/

POSTIBLMRY 1 BaUSAZ01T

OPDITEZUMRV2/BAIUSAIZ01T

MGSS8SBIMRYZIHuman/Sloveniaizo
PO306462/MRV3/PigiChinai2020

LGE3020MRV2

Zambial2018

PP228B51/MRV/PigiChina/2022

Malaysia/2

KUTB4883RY

k2011

hinai2017

Tee ShrewlChinal2011

MGA51076/Tree Shrew/Ghinal2(

012

OPOS7ADBIMRY | /BallUSA2018

LNS82£2

ig/Chinal2018

MKA0BE00MRY3/Goaal

S20MMRV2HamaniJapan'2014
O9IMRY 1 Bovine/Chinal2016

IRV Wastewster/Canadarz01 2
DQ403254/Pig/Chinar

LG121915MRV2)

Japani2011

LC579756/MRV3BoartJapan/2018

INT99426/Pig/Austrial 1988

MZ51B378IMRVPiglindial2017

1Mink/Chinai2013

OPOS7I98IMRV2/BAVISAIZ01 7
KU194671IMRVZ/Batitaly/201

PV20:

8IMRVI Waslewater/Braz

OP169463MRV2BayChinai2016

LCE13214

V2

stewatertJapan/2020

[

T1886TIBaVUSA017

078061 21Bat!

th Koreai2020

T

of the Brazilian Sdo Remo MRV1 SP/BR strain

(indicated by black



Supplementary Material

0.02

LC705329/MRV3/Boarjspan/2021

MN2330B3MRV2S
1007 KM820761/MRV3/PiGIUSAR2014
KMB820751/MRVA4{PIg/USA/2014
MWO29753/Fig/USAE
MINZ33085/MRYPIOIUSA2014
LCT05289/MRY2/B0arapan/2018
MN2330B6/Pig/USA2005
100, LC482418/MRV2/Pig/Talwan/2015
LCAB2ZASIMRY2/Pig Taiwan/2015
101 MNZ33090/Pig/USA2014
igUSA2014
LCT05298/MRY, 20

66

MAV1/BatiSouth Korea/2019
MNTEE3L1MRVI/PIG/China/2017
LC613228/MRV1/Wastewsterfjapan/2020
22031 /Human,
KC462156/MRV1/Mink/China/2013
LCAT6912/MRV2/HUMAN/Japan/2005
LCB13218/MRVI/Wastewater/Japan/2020
KY4L10127/MRY3/Pia/China/2013
14/MRV2/Bat/South Korea 2020

Japan/2022

KIZ22451L/MRV3/M

e

MGOO95E3/MRYZHUman/Slow

OP163470/MRY2/Bat/China/2016

IMRV3(Tree shrew

KU19466:

KX932036/
KMD87112/B3

ORO7T4620/MRVWaste:
LESTOTSEMRY3,

3H
hir

MRV3/Bal

N799420/PigiAustria

X2047

aapp

LCB18777/Bovine/japan/2021

100

97 [ KFOL3856/MRVL M

93
f2021
627747 /MRY3/Bovine/China/2023
0q62 RV hina/202 5
r/Canada/201, =
oarl]apani2018
6/MRV3/Goat/italy/2008
IXABE064/MRY3PiQChina 2012
LC533911/MRV2/BaarfZambia/20118
PPZ2846/MRY3/Fig/China 2022
man/Switzerland/z
na/2012
£

[ LCTO5330/MRY

Kx26331

BOLIMAV 1/ Wast

0.05

fPiglapan/2021

SIMRV1/Bat/China!

VRVZ/HUmananan2014
4RV3/Boarflapan2018

/Batljapan/2022

outh Kol o
LCBL3217/MRY2Mastewaterjapan 2020
MAVZ/HumanfFrane

4MRV2/HUman/Slavenia/2017
PO63032/Bat/China 2017

6]

a9

7F

MGA57126/MAVL Bl

WS,

30/MRV1/Bat 5o

GPOS7A0ZIMAVL.

BatusAl
LC4B2A18/MRY 2 PigTaiwan/2015
00627

74B/MRV3/Bovine/China/2023

LCB13227/MRV1,

flapani2020

MGA31069/Tree shrew(China/2011

KMOB7113/8al/China/2012

KUL84665/MRY3/Battaly/2011

(— KIMB20752/MAVPIG/IUSA2014

QIUSA2014

yi2018

LC533932/MRV2/Pig/Zambia 2018

0.05

MW929755/Pig/USAZOLE

00627749/ {Bovine/China 2023

MW LO9196/Bat/ taly/2018
LCT05291/MRY2/Boar/Japan/2018
LC482420/MRY2/Pig Taiwani2015
MN233065/MRV2/PigIUSA2014
MT151678/MRV3/Pig/talyi2016
PP228848/MRV3/Pig/China 2022
MT518193/MRY

ma[: OROT4TZOMAY

[ Fig/Boar
[ other
. Bovine
. Human
B st

[ Goat
. Rodent
. Sheep

. Wastewater

enia/2011

acai2012
MT4986

PQAAZ210/MRVI Tree ShrewiMalaysia/2023

KX3848S ary/2006

MH933

Juman/Camero
MG99585/MRV2/Human/Sloveniai2017
100 PO768064/MRVL/Bovine/China/2023
el 10 CB18355/B0vinedanan2021
KI676368/Bovine/USA2014
QPU3TE2BMAV2IBALSA/201
NC_077838/MRV3 Human/USA/2002
o
a1 POH76206/MRY/Ror naf2022
AF368 Aodent/Cameroon/1974
; LCST97BO/MRY I Boarjapans2016
NC_013234/MRV3/Masked palm civet/China
OPOSTADIMAVI BatISAI2018
d 05740
lLog KU194666/MRV3/Batitaly/2011
0PO62633/BaUChina2017
| — L7735 T MRz Batndones 32012
98| [ K1900704/MRY/Batritaly/2011
B
go| [~ MN5E2429/PigiChinar2018
20 2Humanjapan/2014
73] aoasoemrvaicoatitaiyac
I ‘
KUI92675/MRV2/Battaly/2011
JN799422/PglAustrial 1998
1000 09297 3mR J5A2016
828 bo3ess06Pio/Chinal
73| z63316mAVY BatiChingy

99

Windonesia/2017

PQT6B063/MAVL/Bo

MHE MRV2/HU

OP169473/MAV2/Bal/China/2016

KX381854/Radent/Hungary/2006

HUSAZOLT

uman/Sloveniai2011

NC_013233/MRY3/Masked nalm civet/China/2008

849/5heep/China/2023

022933

iman/Brazi

MIK2TST3BMRVL(Pig/China/2017

4RVIPig/India/2017

aFL

TBMRV2,

aliChi

PV209802/MRY LiWastewater/Brazil/2021

LC613226/MRV LiWastewater/japan/2020

MWSB2631/MRAVI/BatiSouth

Figure S3. Phylogenetic tree of the complete S2, S3 and S4 segments of the Brazilian Sio Remo MRV1 SP/BR strain (indicated by black

arrows). Different hosts/sources are highlighted in different colors.



