Supplemental Material 1: Representative flow cytometry plots showing CD8" T cell
enrichment following CD8" T cell negative bead sorting of PBMC sample.
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Gating strategy: Lymphocytes > Singlets - Live cells > CD8"* cells



Supplemental Material 2: Input sequences for cytokine promoters used for bisulfite
reduced primer design
*Note these sequences were bisulfite converted before primer design.

Key features highlighted:
Red- Transcription Start Site
Blue- CpG sites assessed
Green- Forward Primer
Pink- Reverse Primer

1. IL2 promoter: GenBank: EF457241
https://www.ncbi.nlm.nih.gov/nuccore/133902284

TCAGACAGTTTGTGCATGCTACTGAGGATGAATGAACTCCTACCCTAAATATCCCAATCTGACTAAAAA
AAAGATCGTAACTATTATGGTTACATTCATAGTGTCCCAGGTGATTTAGAGAATAAATAAAAATCCATTAA
AGAGGTAAACACATAAAAATCACAAACATEEACTGGTTTACACATAACACATACAAAGTCTATTATAAAA
CTAGCATCAGTATCCTTGAATGCAAACCTTTTTCTGAGTATTTAACAATTGCACCCTTTAAAAAACGTAC
AATAGACATTAAAACACTTAAACAGATATATAAACATTTTAAAATTAAAACAGEGTAAAATAGTACCTCAA
GCTCAATAAGCATTTTATGTATTCTAATCTTAGTATTTCTCTAGCTGACATGTAAGAAGCAATCTATCTTAT
TGTATACAATTAGCTCATTGTGTGGATAAAAAGGTAAAACCATTCTGAAACAGGAAACCAAGATACTTCC
TGTTTAATCAACAAATCTAAACATTTATTCTTTTCATCTATTTATTCTTGCTCTTGTCCACCACAATATGCT
ACTCACATGTTCAGTGCAGTTTTATGACAAAGAGAAAATTTTCATGAGTTACTTTTGTATCCCCACCCC
CTTAAAGAAAGGAGGAAAAACTGTTTCATACAGAAGGEGTTAATTGCATGAATTAGAGCTATCACCTAA
GTEI AN G A CACCCANCACEIAPAICCATTCAGTCAGTCTTTGGGGGTTTAAAGA
AATTCCAAAGAGTCATCAGAAGAGGAAAAATGAAGGTAATGTTTTTTCAGACAGGTAAAGTCTTTGAAA
ATATGTGTAATATGTAAAACATTTTGACACCCCCATAATATTTTTCCAGAATTAACAGTATAAATTGCATCT
CTTGTTCAAGAGTTCCCTATCACTCTCTTTAATCACTACTCACAGTAACCTCAACTGCTGCCACAINIET
ACAGGATGCAACTCCTGTC

2. IFNy promoter: GenBank: AY486428.1
https://www.ncbi.nlm.nih.gov/nuccore/AY486428.1

AAATTTTAAAAGGCTCCCCCTTTGTAAAGGTTTGAGAGGCCCTAGAATTTCCTTTTTCACTTGTTCCCA
ACCACAAGCAAATGATCAATCTCCTTTCTCAATCACGCACTCAACATTTTACCAGEGTGAAGGGGGGA
GGTGECGAAAAAATTTCCAGTCCTTGAATGGTGTGAAGTAAAAGTGCCTTCAAAGAATCCCACCAGAAT
GGCACAGGTGGGCATAATGGGTCTGTCTCATCGTCAAAGGACCCAAGGAGTCTAAAGGAAACTCTAA
CTACAACACCCAAATGCCACAAAACCTTAGTTATTAATACAAACTAGCATCCCTGCCTATCTGTCACCAT
CTCATCTTAAAAAACTTGTGAAAATACGTAATCCTGAGGAGACTTCAATTAGGTATAAATACCAGCAGCC
AAAGGAGGTGCAGCACATTGTTCTGATCATCTEAACAICACEI AN ACAACACANACAICAST A AGC

CC'IEGGACCCGATCAACTTGATACAAGAACTTCTGATTTCAACTTCTTTGGCTTAACTCTCTCTGAAA

®EATG

3. TNFa promoter: GenBank: AY486430
https://www.ncbi.nlm.nih.gov/nuccore/AY486430.1

CTTTGAGGGGCACCACCACCCEATTCAACCTCCAGAGTCCCACACACAAATCAGTCAGAGGCCCAG
AAGACCCCCCTCGGAATCGGAGCAGGGATGGTGGGGAGAGTGAGGAGTATCCTTGATGCTTGGGTG
TCCCCAACTTTCCAAATCCCEGCCCCEGCGATGGAGAAGAAACCAAGACAGAAGGTGCAGGGCCCA
CTACCGCTTCCTCCAGATGAGCTCATGGGTTTCTCCACCAAGGAAGTTTTCEGCTGGTTGAATGATTC



TATCCCEGCCCTCTEGCCCCAGGGACATATAAACGCAGTTGTTTGCACACCCAGCCAGCAGAEGCTC
CCTCAGCAAGGACAGCAGAGGACCACEINACACCEACACAACONACICOASABEEEAACTGAAAAA
AAACCCTCAGACGCCACATCCCCAGACAAGCTGCCAAGCGGGTTCTCTCCCTCTCACACACTGACC
CAGGGCTCCACCCTCTCTTCACTGGAAAGGACACCINIY



