
Supplementary Table S1: meq gene sequencing results with AH/1807 and DH/18 

Stain Sequence of meq 

AH/1807 ATGTCTCAGGAGCCAGAGCCGGGCGCTATGCCCTACAGTCCCGCTGAC

GATCCGTCCCCCCTCGATCTTTCTCTCGGGTCGACTTCGAGACGGAAAA

AAAGGAAAAGTCACGACATCCCCAACAGCCCCTCCAAACACCCCTTC

CCTGACGGCCTATCTGAGGAGGAGAAACAGAAGCTGGAAAGGAGGA

GAAAAAGGAATCGTGACGCCGCTCGGAGAAGACGCAGGGAGCAGAC

GTACTATGTAGACAAACTCCATGAAACATGTGAAGAGCTGCGGAGGGC

CAATGAACACCTACGTAAGGAAATTCGAGATCTAAGGACTGAGTGCAC

GTCCCTGCGTGCACAGTTGGCTTGTCATGAGCCAGTTTGCCCTATGGCG

GTACCCCTAACGGTGACCCTTGGACTGCTTACCGCCCCGCACGATCCC

GTTCCTGAACCTCCCATTTGCACTCCTCCACCTCCCTCACCGGATGAAC

CTAACGCTCCACATTGCTCCGGTTCCCAACCTCCTATCTGTACCCCCCGT

CCTCCCGATACGGAGGAACTTTGCGCCCAGCTCTGCTCGACCCCACCA

CCTCCCATCTCTACTCCCCATATTATCTACGCTCCGGGGCCTTCCCCCCT

CCAACCTCCTATCTGTACCCCCGCTCCTCCCGATGCGGAGGAGCTTTGC

GCCCAGCTCTGCTCGACCCCACCACCTCCCATCTGTACTCCCCATTCCC

TCTTCTGCCCTCCCCAGCCTCCATCTCCGGAGGGCATCTTCCCTGCATTG

TGTCCTGTTACCGAGCCGTGTACCCCTCCATCGCCGGGGACGGTTTACG

CTCAGCTTTGTCCTGTTGGCCAGGCTCCCCTTTTTACCCCATCTCCCCCA

CATCCGGCTCCGGAGCCGGAGAGGCTTTATGCTCGTCTTACCGAGGATC

CCGAACAGGATTCCTTGTATTCGGGCCAGATTTATATTCAGTTTCCCTCG

GATACTCAGTCTACGGTATGGTGGTTTCCAGGTGACGGGAGACCCTGA 

DH/18 ATGTCTCAGGAGCCAGAGCCGGGCGCTATGCCCTACAGTCCCGCTGAC

GATCCGTCCCCCCTCGATCTTTCTCTCGGGTCGACTTCGAGACGGAAAA

AAAGGAAAAGTCACGACATCCCCAACAGCCCCTCCAAACACCCCTTC

CCTGACGGCCTATCTGAGGAGGAGAAACAGAAGCTGGAAAGGAGGA

GAAAAAGGAATCGTGACGCCGCTCGGAGAAGACGCAGGGAGCAGAC

GTACTATGTAGACAAACTCCATGAAGCATGTGAAGAGCTGCAGAGGGC

CAATGAACACCTACGTAAGGAAATTCGAGATCTAAGGACTGAGTGCAC

GTCCCTGCGTGCACAGTTGGCTTGTCATGAGCCAGTTTGCCCTATGGCG

GTACCCCTAACGGTGACCCTTGGACTGCTTACCGCCCCGCACGATCCC

GTTCCTGAACCTCCCATTTGCACTCCTCCACCTCCCTCACCGGATGAAC

CTAACGCTCCACATTGCTCCGGTTCCCAACCTCCTATCTGTACCCCCCGT

CCTCCCGATACGGAGGAACTTTGCGCCCAGCTCTGCTCGACCCCACCA

CCTCCCATCTCTACTCCCCATATTATCTACGCTCCGGGGCCTTCCCCCCT

CCAACCTCCTATCTGTACCCCCGCTCCTCCCGATGCGGAGGAGCTTTGC

GCCCAGCTCTGCTCGACCCCACCACCTCCCATCTGTACTCCCCATTCCC

TCTTCTGCCCTCCCCAGCCTCCATCTCCGGAGGGCATCTTCCCTGCATTG

TGTCCTGTTACCGAGCCGTGTACCCCTCCATCGCCGGGGACGGTTTACG

CTCAGCTTTGTCCTGTTGGCCAGGCTCCCCTTTTTACCCCATCTCCCCCA

CATCCGGCTCCGGAGCCGGAGAGGCTTTATGCTCGTCTTACCGAGGATC

CCGAACAGGATTCCTTGTATTCGGGCCAGATTTATATT 



 

CAGTTTCCCTCGGATACTCAGTCTACGGTCTGGTGGTTTCCAGGTGACG

GGAGACCCTGA 


