Suppl. Table S2. Detailed nucleatide pairwise identity of ORF sequences of egment of full-length H14 viruses from Guatemala (n=40), North America (n=12), and Euras
Hvinus Strain 1 2 [ 3| a4l s [ 6 [ 7 [ 8 [ of 10[ 11 1213

during 1982-2019.
15 [ 16 [ 1

519

923 82

98
Sa4 943

914

999 599

999’ 999
100! 100!

100
00

5EEE[EEEEEEE[EEE R E[E (R[5 [5 5[5 s[5 s 5[5 5[5 5[5 |5 5[5 5[5
i

189 1972010

inged_tealGualemala/CIPOA9H:
ninged_TeallOhio/180S1695/2018
a2 e vinged lealTexas/UGAILS 689012015

a3 nq_tailed_uckWisconsin/100§3912/2010

a5 nq_tailed_duckWisconsin/10084225/2010
172

a7 rihern, /269612011

48 orther D161621772016

29 rinern, 1/1208456/2012

50 rhern /1005467312010

51 orthern, /1605624812016

52 jubite_vinged_scoterWisconsin/10053922/2010

53 ommon_TealChany_Lake2012010

o7
849 saa] 840 6er ﬁ‘ 849] 49| 848 84| 652] 48| 648 £| as| as1] 51| esi| ee6] mso| esi| eal] esa ess g‘
s n 85

54 Ine/DSE39- NAMRU/2006 48| 8a6| sa6| 8a6| sso| asa| ssi| sar| sas| sar

048]
846| 845| 8a6| 838 saa| 836 37| sas| eas 85| 836 83s| sa2| sa3] sap| 842 @a2| 838| sa7| sa3] sa7| ga2[ @46l a2 o922] 037

55 WNARC_13N_969/2014 843 845| 836| 844| 843] 844l Baal 8a2] 43| san] ea6| 8aa] Baal| 843 eas| sanl saal sail 84 84 84| 841

Ba2[ szl 84| saal sa3] saal saal sa6l saal saz| saal saal sa6l 85| sas] sal saal sal 4l B4l B39] B4l 84 824 saal sas| sap[ sa3[ sap[ 842 sap| saal sar| s39 s3s sa2| sa3[ sao| saz| sail sas| a3l sas| saal 84| sas| a1l o16] 28| 14






