
 Supplement Figure S1: VIDIRIC-calculated percentage sequence similarity between phages. The phage 

names are indicated by the horizontal and vertical coordinates. 
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Supplement Figure S2: The adsorption curve of phages PsIn, PsCh and Ps25 on P. aeruginosa strain CN 

573. 

0%

10%

20%

30%

40%

50%

60%

70%

80%

90%

100%

0min 3min 5min 10min 15min 20min 30min

N
o

n
 a

d
so

rb
ed

-p
h

ag
e

Time

Adsorption Ps25


