100

100

100

100

— Powassan virus|[NC 003687.1

1909( — Omsk hemorrhagic fever virus|NC 005062.1
- Langatvirus|NC 003690.1

18691 Kyasanur Forest disease virus|NC 039218.1
dr- Karshivirus|AY863002.1

100 1L Royal Farm virus|NC 039219.1
(i Gadgets Gully virus|NC 033723.1
Kadamvirus|NC 033724.1

100
ldor Saumarez Reefvirus|NC 033726.1

9P |- Tyuleniy virus|NC 023424.1
Kamavirus|NC 023439.1
Meaban virus|NC 033721.1
West Nile virus|MH507822.1
West Nile virus|KJ501228.1
West Nile virus|NC 009942.1
~- West Nile virus|KY703855.1
9L Yaounde virus|NC 034018.1

1qQ0

100
100

100

- Murray Valley encephalitis virus|[NC 000943.1
9%9 L Alfuy virus|AY898809.1
g —— llheusvirus|AY167442.1
1001{— Iguape virus|AY167441.1
J

100

apanese encephalitis virus|NC 001437.1
100?1 - Usutu virus|NC 006551.1

L— Cacipacore virus|[NC 026623.1

— Saint Louis encephalitis virus|NC 007580.2
dgo— Ilheusvirus|NC 009028.2

98| Rocio virus|NC 040776.1

— T Hovirus|[NC 034151.1

10p] — Tembusu virus|NC 015843.2
(T[Bagazavirus|NC 012534.1
Spondwenivirus|NC 029055.1
10 )£ Zikavirus|[NC 012532.1
100! [I76f Stratfordvirus|KF917540.1
[P0 L Torresvirus|KM225265.1
O 1L Kokoberavirus|NC 009029.2
New Mapoon virus|NC 032088.1
9gdo - Aroavirus|NC 009026.2
Naranjal virus|KF917538.1
Iguape virus|AY632538.4
Dengue virus 2|KF955356.1
Dengue virus 2|JQ922550.1
Dengue virus 2|JQ922553.1
Lactococcus petauriifNZ SDHM01000021.1
00|L pengue virus 2|KX274130.1
Dengue virus 3|INC 001475.2
Dengue virus 1|NC001477.1
Dengue virus 4|NC 002640.1
L— Kedougou virus|NC 012533.1
—— Nounane virus|NC 033715.1

100
93

b E Kampung Karu virus|NC 040788.1
Nanay virus|NC 040610.1

Nhumirimvirus|NC 024017.1

100 '— Barked;i like virus|LC497469.1

— Chaoyang virus|NC017086.1

— Binjarivirus|MG587038.1

I
19

100 | ||P8

{ Marisma mosquito virus|MF139576.1
Donggang virus|NC 016997.1

100 |— llomantsivirus|NC 024805.1
[ Guapiacuvirus|MK908103.1
100 — Entebbe bat virus|NC 008718.1
100 | = Sokoluk virus|NC 026624.1
Yokose virus|NC 005039.1
100 L Yokose virus|MH051229.1
1 - Yellowfevervirus|NC 002031.1

100 | 97

P

Wesselsbron virus|NC 012735.1

0{ Sepik virus|NC 008719.1

100 Paraiso Escondido virus|[NC 027999.1

g9 Uganda S virus|NC 033698.1

190 |- Banzi virus|NC 043110.1

26p Saboyavirus|NC 033697.1

Boubouivirus|NC 033693.1

100 | _ Bamagavirus|NC 033725.1

100 L— Edge Hill virus|NC 030289.1
Apoivirus|NC 003676.1

100 Phnom Penh bat virus|NC 034007.1

10 Rio Bravo virus|NC 003675.1

1P

Montana myotis leukoencephalitis virus|NC 004119.1

100 | — Jutiapavirus|NC 026620.1

91 Modoc virus|NC 003635.1

100 - Mosquito flavivirus|NC 021069.1
100 L Culextheileriflavivirus|NC 040682.1

Culex flavivirus|NC 008604.2
Nakiwogo virus|NC 030400.1
Palm Creek virus|NC 033694.1
Nienokoue virus|NC 024299.2
Mac Peak virus|[NC 035187.1
Anophelesflavivirus variant 1]NC 031327.1

97

100

100

100

53

Mercadeo virus|[NC 027819.1
abethes flavivirus|MH899446.1
100 — Menghaiflavivirus|NC 034204.1
105& 0| L Xishuangbanna aedes flavivirus|NC 034017.1
Fallivirus|MN567479.1

1do | 8 Kamiti River virus|NC 005064.1

Culex Flavi like virus|NC 040645.1
100 | [ 99 o6
Culisetaflavivirus|NC 030290.1
0
0
S

Cell fusing agent virus|NC 001564.2
Aedes flavivirus|NC 012932.1
— Hanko virus|NC 030401.1
100 L parramatta River virus|NC 027817.1
uncultured virus|KF298267.1
Gammarus pulexflavivirus|MK473881.1
100 | —— Gammarus chevreuxiflavivirus|MK473877.1

67

L1 | 100

Crangon crangon flavivirus|MK473878.1
Wenzhou shark flavivirus|MG599986.1
Lumpfish flavivirus|NC 040555.1
Tamanabat virus|NC 003996.1
Southern pygmy squid flavivirus|MK473875.1
Shuangao insect virus 7|NC 028396.1

100 | = Wuhan flea virus|[NC 028398.1

100

100

100

100

89

100

—— Wuhan aphid virus 2|NC 028382.1
—— Wuhan aphid virus 1|NC 028388.1
—— Wuhan cricket virus|NC 028400.1

100 |: Guaico Culex virus|KM521561.1
100 '— Mole Culex virus|LC505052.1

Changjiang Jingmen like virus|KX883002.1
Plasmopara viticola lesion associated Jingman like virus 1JMN551116.1
g7 — Jingmen tick virus|MN486262.1
Mogiana tick virus|NC 034222.1
100 Jingmen tick virus|MN095531.1
42| Yanggou tick virus|MH688529.1
100 - Alongshan virus|MN107156.1

100 |: Xiamen fanray pesti like virus|MG599985.1
Nanhai dogfish shark pesti like virus|MG599984.1

Wenling pesti like virus 2|MG599983.1

98

Wenzhou pesti like virus 1|MG599982.1

100 — Bovineviral diarrheavirus 1|U86600.1

100 | L Bovine viral diarrhea virus 1|NC 001461.1

1

100

10

100

99

100

=

DO

00 [— Bovine viral diarrhea virus 2|[NC 039237.1

— Pestivirus giraffe 1 H138|NC 003678.1

91— Bovine viral diarrhea virus 3 Th 04 KhonKaen|NC 012812.1
sg— Border disease virus|GQ902940.1

|- Border disease virus|NC 003679.1

- Border disease virus|GU270877.1

P=t

E@C{ Pestivirus sp|MK618726.1

Classical swine fever virus|NC 002657.1
P9

L Aydin like pestivirus|NC 018713.1

— Pronghorn antelope pestivirus|NC 024018.2
bg — Phocoena pestivirus|MK910228.1
Lindavirus|[NC 035432.1

Porcine pestivirus isolate Bungowannah|NC 023176.1

5| L pongyang pangolin virus|MK636875.1

100

100

100

100
100

100

102[ Rodent pestivirus|KY370100.1

Rodent pestivirus|KY370102.1
Rodent pestivirus|KY370103.1
{ Norway rat pestivirus|NC 025677.1
— Bat pestivirus BtSk PestV 1 GX2017|MH282908.1

100 — Atypical porcine pestivirus 1[NC 030653.1

100 —— Culex tritaeniorhynchus flavi like virus|LC514290.1

96

100

100

100

92

47

98

M 98

100

L—— Shayang fly virus 4|NC 028375.1

Xingshan cricket virus|NC 028370.1

L——— Shuangao lacewing virus 2|NC 028373.1
100 - Barley aphid RNA virus 10|LC516846.1

Sitobion miscanthi flavi like virus 1|MH778148.1
Macrosiphum euphorbiae virus 1|NC 028137.1

100 - Barley aphid RNA virus 9|LC516844.1

Gamboa mosquito virus|NC 028374.1
Wuhan centipede virus|NC 030227.1
Xinzhou spider virus 2|NC 028372.1

Hermitage virus|KU754512.1

100

100

— Takaunguvirus|KU754513.1

9_{9 L Apisflavivirus|NC 035071.1
Gentian Kobu sho associated virus|NC 020252.1

Diaphorina citri flavi like virus|NC 030453.1
Soybean cyst nematode virus 5|NC 024077.1
Tacheng tick virus 8|NC 028367.1

100 — Shayang spider virus 4|NC 028369.1

100

L—— Xinzhou spider virus 3|NC 030228.1

100

100 . o
— 971 )o{ Recombinant Hepacivirus C SA13 JF372 X CIQV|MH427312.1

97

100

71

Beihai barnacle viurs 1JNC 028376.1
Hepatitis C virus subtype 2b|AB661375.1
Hepacivirus CIKM349851.1
80t Hepatitis C virus subtype 2b|KX621550.1
obr Hepacivirus CI[MG453397.1
- Hepacivirus C|[MG453216.1
97l Hepacivirus C|KY608629.1
'@ Hepacivirus CJUF735112.1
10d[— Hepacivirus C[JF735120.1
7[fi- Hepacivirus C|KY420688.1
100 Hepatitis C virus genotype 2|NC 009823.1
Hepacivirus C|JF735110.1
Hepacivirus C|[KC197236.1
Hepacivirus CIMG453427.1
Hepacivirus C|KC197237.1
- Hepacivirus C|KJ148618.1
hoo r Hepacivirus C|JF735124.1
L Hepacivirus C|JF735126.1

100

9

oY

100

10p - Hepatitis C virus genotype 3|NC 009824.1
10&p { Hepacivirus C|[MK291242.1
100 - Hepacivirus C|KJ470618.1
- Hepacivirus CIEU710465.1
g9 Hepatitis C virus subtype 3i[JX227956.1
— Hepatitis C virus isolate JK049|D63821.1
Hepacivirus C[IMH477421.1
Hepacivirus C|KY608656.1

Hepatitis C virus subtype 4a|DQ516084.1
Hepacivirus CIMG453508.1

Hepacivirus C|DQ418785.1

Hepacivirus CIMG453518.1

Hepacivirus C|JF735136.1
| - Hepacivirus C|[KY608654.1
LO)C Hepacivirus C|FJ025855.1
Hepacivirus C[MG454216.1
1(90 Hepacivirus C|JF735134.1

Hepatitis C virus subtype 4r|JX227975.1

- Hepacivirus C|KX107879.1
1bdr Hepacivirus C|[KM504121.1
L Hepacivirus C|EF632069.1
Hepacivirus C|KJ567651.1
Hepacivirus C|KX107888.1
o Hepatitis C virus isolate VN235|D84263.2
Hepacivirus C|KY608713.1
Hepacivirus C|KY608714.1

Hepacivirus CIKM252787.1

Hepacivirus C|[KM504112.1
Hepacivirus C|KX107894.1
Hepacivirus C|[MK328014.1

Hepacivirus C|MK328002.1

Hepacivirus CI[EU643834.1
- Hepacivirus C[MK328016.1
- Hepacivirus C|MK328001.1
h r Hepacivirus C|KY608704.1

Hepacivirus C[MG453447.1
Hepacivirus C|KY608708.1
1094 Hepatitis C virus subtype 6j|DQ835769.1
Hepacivirus C|[EU246937.1
1d% [~ Hepatitis C virus subtype 6v|EU798761.1
Hepacivirus C|[EU408331.1

Hepatitis C virus genotype 6|KC844039.1
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1

100
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=
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Hepatitis C virus genotype 6|NC 009827.1
Hepacivirus CIMG453364.1
Hepacivirus CIMH590700.1
htjo— Hepacivirus C[KY608617.1
|- Hepacivirus C|[KY420682.1
LL — Hepacivirus C[MH921830.1
Hepacivirus C|KY608615.1
|: hepatitis C virus genotype 1a|GQ848872.1
- Hepacivirus C[IMN326295.1
- Hepacivirus C|[HQ537007.1
- Hepacivirus C|KY608611.1
- Hepacivirus C[MN164852.1
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100

O
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Hepatitis C virus genotype 5|NC 009826.1

L|— Hepacivirus C|[EF026073.1
L Hepacivirus C|[KT595242.1

100 - Hepacivirus C|[KX172138.1
Hepacivirus C|KX092342.1

1040 Hepatitis C virus genotype 7|[NC 030791.1
Hepacivirus C[IMH940291.1
Hepatitis C virus genotype 7|KU861171.1
—— Equine hepacivirus JPN3 JAPAN 2013|NC 024889.1
—— Bat hepacivirus|[NC 031947.1
100 —— Hepacivirus K|NC 038430.1
— Norway rat hepacivirus 1|NC 025672.1
5 Rodent hepacivirus|MG600412.1
) Rodenthepacivirus|MG822666.1
Hepacivirus FINC 038427.1
Rodenthepacvirus|KY370094.1
99 Rodenthepacivirus|NC 021153.1
'— Rodenthepacvirus|KY370095.1
Hepacivirus PINC 040815.1
Norway rat hepacivirus 2|NC 025673.1
100 Possum hepacivrus|MN635449.1
Sifaka hepacivirus|MH824541.1
100 L Sifaka hepacivirus|MH824543.1
— Guereza hepacivirus|NC 031950.1

91

©

87

7=

100

99

99

100450 [ Bovine hepacivirus N|[MK695669.1
100 - HepacivirusN|NC 038432.1

Hepacivirus BINC 038426.1
HepacivirusL|NC 031916.1

Hepacivirus [[NC 038428.1
R'I: Sigmodontinae hepacivirus|MH370348.1
96 Rodenthepacvirus|KY370092.1

100 — Hepacivirus JJNC 038429.1
Rodenthepacvirus|KY370093.1

1

P

100

99

95

9 1
100

100

100
—— Rodenthepacvirus|KY370091.1
00 Chinese softshell turtle hepacivirus|MG599999.1
100 Chinese broad headed pond turtle hepacivirus|MG600000.1

99 —— Hainan oriental leaf toed gecko hepacivirus|MG599989.1

— Yili teratoscincus roborowskii hepacivirus|MG599987.1

Bald eagle hepacivirus|MN062427.1
Jogalongvirus|MN133813.1

Duck hepacivirus|MK737641.1
Guangxihoundshark hepacivirus|MG599998.1
—— Wenling shark virus|NC 028377.1

Nanhai dogfish shark hepacivirus|MG599995.1
— Nanhai ghost shark hepacivirus 2|MG599997.1
100 — Nanhai ghost shark hepacivirus 1|MG599996.1

100 | L—— Guangxi chinese leopard gecko hepacivirus|MG599988.1
00

100

32

—— Xiamen sepia Stingray hepacivirus|MG599992.1

100 ——— Xiamen guitarfish hepacivirus|MG599991.1
Western African lungfish hepacivirus|MG599993.1

100

79

100,

1

100

63

——380

Hepacivirus sp|MG334001.1
100 ~ Batpegivirus|KC796082.1
100 Bat pegivirus|KC796085.1
— Batpegivirus|KC796075.1
103 0 L Batpegivirus|KC796086.1
100 ~ Pegivirus AJU22303.1
1¢0 { Pegivirus A|[NC 001837.1
- Pegivirus A|[AF023424.1
Pegivirus A|JAF023425.1
GB virus C|NC 001710.1
GB virus C variant troglodytes|AF070476.1
0o  Simian pegivirus|KF234525.1
100 197/ L Simian pegivirus|KP296858.1
Simian pegivirus|KF234530.1
Simian pegivirus|NC 024377.1
100 — Batpegivirus|KC796073.1
100 Bat GB like virus JFD 2011|HM047196.1

100 100

100

100

190 GB virus D|NC 030291.1

Pegivirus|]NC038437.1
Dolphin pegivirus|MK059751.1

R | [— Equine pegivirus 1|NC 020902.1

Q0 L— Theiler s disease associated virus|NC 038433.1
Pegivirus K|INC 034442.1
Rodent pegivirus|NC 021154.1

100
Norway rat pegivirus|NC 025679.1

Rodent pegivirus|MG600416.1
Pegivirus FINC 038434.1
Batpegivirus|KC796084.1

Bat pegivirus|KC796093.1

Pegivirus GINC 038435.1

Human hepegivirus|NC 038436.1

Wenling moray eel hepacivirus|MG599990.1
SRAV

100

0.50

Diat

om colony associated ssSRNA virus 1|NC 040589.1

Bremia lactucae associated ssRNA virus 1|MN565682.1

Phytophthora infestans RNA virus 1|NC 013220.1



