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Supplementary Data
Supplementary Table S1: Plasmids used in this study.
Plasmids Description Source
pSCRhaB2-Tc Burkholderia Cenocepaf,l;; :(I)lfn%régse-mdumble expression (Judrez-Lara, unpublished)
pK56-2hldAhldD pSCRha carrying K56-2 hidA and hldD, Tc? This study
pK56-2waaC pSCRha carrying K56-2 waaC, TcR This study
pK56-2waal pSCRha carrying K56-2 waal, Tc? This study
pK56-2wabO pSCRha carrying K56-2 wabO, TcR This study
pK56-2wabR pSCRha carrying K56-2 wabR, TcR This study
pK56-2wabS pSCRha carrying K56-2 wabS, TcR This study
pK56-2wbxE pSCRha carrying K56-2 wbxE, TcR This study
Supplementary Table S2: Primers used in this study.
Primer name Sequence (5°-3°) Function
Anneals at 14,813 bp to 14,832 bp of JC1 genome, used to
2F CTGCTTCTTCGATAGTGGTG detect presence of JC1 genome in bacteria survivors of JC1
infection
Anneals at 15,729 bp to 15,746 bp of JC1 genome, used to
2R TCGGATTCCTCCTTCTCG detect presence of JC1 genome in bacteria survivors of JC1
infection
attp_F TCACGAGCAGGCTATACACG Anneals at 1237 bp to 1256 bp. Flanks the predlcted attP site
upstream of gp1 serine recombinase.
attp R TGCAGCGTACAGACAGTTCC Anneals at 1850 bp to 1869 bp. Flanks the predlcted attP site
upstream of gp1 serine recombinase.
. Anneals at 9 bp to 28 bp of Vanl rimO gene. Used to
rimO_F ATCCCCCAAAGTAGGGTTCG confirm integration site of JC1 with attP_R primer.
rmO R CACGGCCTGCATCACTTC Anneals at 9 bp to 28 bp of Vanl rimO gene. Used to

confirm integration site of JC1 with attP_F primer.

XOAS_kpnl F TAATGGTACCGAACAAAACGGCAAGAATCG ~ “Anneals upstream °§£2§ﬁ;§“b0 gene. Kpnl site

XOA8_xbal R TTTATCTAGAACCGTCATCTGGAAAGCTG Anneals downstream of K56-2 wabO gene. Xbal site

underlined.
CCBI_kpnl F TTTTGGTACCGCCGGGTTTATCTTGAAAAG ~ /Aneals upstream °£Iﬁi fhi gg"“c gene. Kpnl site
CCBI_xbal R TTTTTCTAGAGACGGGACTTCGATGATCTG ~ ~mneals d"wnmeamu‘t’lfdfjfn' ezdw"“c gene. Xbal site

SAL1 _kpnl F TTATGGTACCGATGCACTCGTGATCGTGAC Anneals upstream of K56-2 hldA4 gene. Kpnl site underlined

SALI xbal R TTATTCTAGACTGGATCTCCGAAGAAAACG ~ Anmeals dOW“Strea‘flﬁggﬁg'eﬁhldD gene. Xbal site

kpnl F XOA7 TAATGGTACCTACGTGGCGCACTGAAACAC Anneals upstream of K56-2 waaL gene. Kpnl site underlined

xbal R XOA7 TAAATCTAGACGATATGGAACAGCAATCGC ~ Anneals dOW“Streamu‘I’I?;ii'de““L gene. Xbal site

kpnl F RSF19 TAAAGGTACCACAGGTTGTATCGGCGTCTC Anneals upstream of K56-2 wbxE gene. Kpnl site underlined

xbal R RSF19 TAAATCTAGAACTGCGCCTGGTTGTAACAC —~ Anneals dOW“Streamu‘I’lfiI;ii'edebXE gene. Xbal site

kpnl F XOA15 TAAAGGTACCCGATTTCGCTAAAATGGCCC Anneals upstream of K56-2 wabR gene. Kpnl site underlined

xbal R_XOA15 TAAATCTAGAAGACGGTGTACTACCGCTTC ~ AAnneals down“reamu‘;?;iijdw"ble gene. Xbal site

kpnl F XOA17 TAAAGGTACCATCGGATTCAGTTCCAGCAG Anneals upstream of K56-2 wabS gene. Kpnl site underlined

xbal R XOA17 TAAATCTAGAAGCCGTCTGACAGATTGCC — Anneals dOW“StreamuﬁgeKrfifl;W"bS gene. Xbal site
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Supplementary Figure S1. RimO protein sequence of Vanl versus JC1 lysogen.

CLUSTAL multiple sequence alignment by MUSCLE (3.8)
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