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Supplementary Materials
Reproduction Number of the Omicron Variant Triples That of

the Delta Variant

Table S1. Description of studies included for the Omicron variant of SARS-CoV-2.
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Note: * The reproduction number is reported by median and 95% credible interval (Crl); - We as-
sume that both Rs for the Delta variant and relative change R./Rs follow triangular distribu-
tions. We assume the lower limit, upper limit, and mode of the triangular distribution as the lower
and upper 95% CI and the mean estimates, respectively. We generate 10,000 pairs based on trian-
gular distributions of reproduction number for both R, and R./Rs , respectively. By multiplying
Rs and R,/Rs in each pair, we can estimate R, for the Omicron variant and conduct the statis-
tics analysis; # We assume that effective reproduction numbers of Rs for both the Delta variant
and Rj for the Omicron variant follow triangular distributions. We assume the lower limit, upper
limit, and mode of the triangular distribution as the lower and upper 95% CI and the mean
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estimates, respectively. We generate 10,000 pairs based on triangular distributions of reproduction
number for both R, and R./Rs , respectively. By dividing R, into R,/Rs in each pair, we can
estimate R, for the Omicron variant.



