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Figure S1. Epifluorescent images of all BioID fusion-protein localizations in A549 cells. A549 

human lung cells stably expressing SARS-CoV-2 BioID2 fusion-proteins were assessed for fusion-

protein expression and localization (red) and promiscuous biotinylation (green) following the addi-

tion of exogenous biotin. 
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Figure S2. Western blot analysis of A549 cell stably expressing SARS-CoV-2 BioID fusion pro-

teins. A549 cells stably expressing BioID2 fusion-proteins were evaluated for fusion-protein expres-

sion (anti-BioID2) and promiscuous biotinylation (streptavidin-HRP) and A549 cells stably express-

ing TurboID-KDEL control or ORF8-TurboID were evaluated for fusion-protein expression (anti-

HA) and promiscuous biotinylation (streptavidin-HRP). 


