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Figure S1. Sequence analysis of E2. Passages P0, P2, P7 and P8 were sequenced together with 20 
separately plaque purified monoclonal viruses from P8. 
 

 



Figure S2. Sequence analysis of nsP2. Passages P0, P2, P7 and P8 were sequenced together with 20 
separately plaque purified monoclonal viruses from P8. 

 
Figure S3. Sequence analysis of nsP1. Passages P0, P2, P7 and P8 were sequenced together with 20 
separately plaque purified monoclonal viruses from P8. 
 

 
Figure S4. Sequence analysis of E1. Passages P0, P2, P7 and P8 were sequenced together with 20 
separately plaque purified monoclonal viruses from P8. 



 
Figure S5. Structure of the Chikungunya Virus (CHIKV) Envelope Proteins. (A,B) Ribbon diagram 
showing the CHIKV envelope proteins (PDB 2XFB). E1 is colored blue and E2 is pink. Adaptive 
mutations are shown as blue (T196) and purple (H232) spheres, MXRA8 binding residues are red 
spheres. (A) Top view of E1-E2 trimer. (B) E1-E2 dimer. 


