
Table S1. The PCR amplification primers for IBV full genomes. 

Amplified 
fragments Forward Primer（5’-3’） Reverse Primer（5’-3’） 

PB2 CCAGCAGAAGCGGAGCGTTT TTATGAGAAACACGAGCATTTTTCACTC 
PB1 CCAGCAGAAGCGGAGCCTTT TTAGTAGAAACACGAGCCTTTTTTCA 
PA CCAGCAGAAGCGGTGCGTTT TTAGTAGAAACACGTGCATTTTTAATTC 
HA CCAGCAGAAGCAGAGCATTTTC TTAGTAGTAACAAGAGCATTTTTCAATAACG 
NP CCAGCAGAAGCACAGCA TTAGTAGAAACAACAGCATTTTT 
NA CCAGCAGAAGCAGAGCATC TTAGTAGTAACAAGAGCATTTTTCAG 
M CCAGCAGAAGCACGCACT TTAGTAGAAACAACGCACTTTTTC 
NS CCAGCAGAAGCAGAGCA TTAGTAGTAACAAGAGGATTTTTAT 



 
Figure S1. All H5 HA proteins listed in the protein microarrays. The purified HA proteins were obtained from Sino Bio-
logical and Cambridgebio Biologics. These HA proteins belongs to different clades of H5 subtype influenza virus. The 
figure shows the virus strain, subtype, GenBank/GISAID number, clade or subclade, cell expression system, and catalog 
number for each HA protein.. 


