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Figure S1. Identifying PPV proteins by SDS-PAGE (6-8% gel). Lane M, molecular weight

markers. Lane 1, the viral structural proteins of PuPV.
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Figure S2. Phylogeny analysis of the genome sequences of PvPV and representative viruses in

the family Dicistroviridae. The scale bar was 0.1.
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Figure S3. Phylogeny analysis of the deduced amino acid sequences of RNA-dependent RNA
polymerase (RdRp) gene of PvPV and representative viruses in the order Picornavirales. The

scale bar was 0.2.



