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Table S1
Primers used for construction of VP3 truncations.

Name Sequence(5'-3") Residues sites

VP3 F TGCCGGGGTACCGGACCTATGATGGCAAGA

123-243aa
R GCACCGGAATTCTTAGTTGTCGGTGGAGTGGAA

N123-157 F CAGAACGAGCTCGGACCTATGATGGC

123-157aa
R CAGCACCCGCGGGTTTAAGCCTATATCC
N137-171 F CATGACGAGCTCCAACCACAGACCCTTTC
137-171aa
R CAATACCCGCGGCCGAGTTTCAC
N161-195 F CAGCACGAGCTCTCTAGTTGGACCTTTG
161-195aa
R CAGCTCCCGCGGAATTTTGGTCAGC
N185-219 F CATCAGAGCTCATTACCAATTCGG
185-219aa
R CAATACCCGCGGGGTGTAATCC
N209-243 F CAGCAGAGCTCCTACCACCTGATTGC
209-243aa
R CAATACCCGCGGGTTGTCGGTG
N161-181 F CAGCAGAGCTCAGTTGGACCTTTGTCATC
161-181aa
R CAATACCCGCGGCCGAGTTTCACGGTAATC
N176-191 F CAGCAGAGCTCTACCGTGAAACTCGGG
176-191aa
R CAATACCCGCGGATCAGCAGAATAAACTGAG
N186-201 F CAGCAGAGCTCGTTTATTCTGCTGATGG
186-201aa
R CAATACCCGCGGTTTGGTCAGCTTGTG
N196-211 F CAGCAGAGCTCCACAAGCTGACCAAAATTC
196-211aa
R CAATACCCGCGGACTCTGTGGGCAG
N1206-219 F CAGCAGAGCTCCCTGACTGCCCACAG
206-219aa

R CAATACCCGCGGAGAGGCAAAAAAGAG




Table S2
Primers used to generate specific mutations in the VP3 gene of the infectious clone pC3-SVA-GDO05.

Mutant Sequence(5'-3")

F  CCAACTCAGTTTATTCTGCTGATgctTGGTTTAGCCTGCACAAGCTG

G192A

R CAGCTTGTGCAGGCTAAACCAagcATCAGCAGAATAAACTGAGTTGG

F  AACTCAGTTTATTCTGCTGATGGTgctTTTAGCCTGCACAAGCTGAC
WI193A

R TAATTTTGGTCAGCTTGTGCAGGCTAAAagcACCATCAGCAGAATA

F  TTATTCTGCTGATGGTTGGgctAGCCTGCACAAGCTGACCAAAATT
F194A

R TTTGGTCAGCTTGTGCAGGCTagcCCAACCATCAGCAGAATAAAC

F  ATTCTGCTGATGGTTGGTTTgctCTGCACAAGCTGACCAAAATTACT
S195A

R TTGGTCAGCTTGTGCAGagcAAACCAACCATCAGCAGAATAAACT

F  GCTGATGGTTGGTTTAGCgctCACAAGCTGACCAAAATTACTCTAC
L196A

R TAATTTTGGTCAGCTTGTGagcGCTAAACCAACCATCAGCAGAATAAA

F  CTGCTGATGGTTGGTTTAGCCTGgctAAGCTGACCAAAATTACTC
HI97A

R GAGTAATTTTGGTCAGCTTagcCAGGCTAAACCAACCATCAGCAG

F  TGATGGTTGGTTTAGCCTGCACgctCTGACCAAAATTACTCTACCAC
K198A

R TGGTAGAGTAATTTTGGTCAGagcGTGCAGGCTAAACCAACCATCAGC

F  TTGGTTTAGCCTGCACAAGgctACCAAAATTACTCTACCACCTGAC
L199A

R TGGTAGAGTAATTTTGGTagcCTTGTGCAGGCTAAACCAACCATC

F  GGTTGGTTTAGCCTGCACAAGCTGgctAAAATTACTCTACCACC
T200A

R GGTGGTAGAGTAATTTTagcCAGCTTGTGCAGGCTAAACCAACC

F TTTAGCCTGCACAAGCTGACCgctATTACTCTACCACCTGACTGC
K201A

R GTCAGGTGGTAGAGTAATagcGGTCAGCTTGTGCAGGCTAAACCAAC




