
CATCCTCTGAGCCCGCCCCTTCTGGC'''''''''TGCCCCCCCGACTCC'''''''''GACGTTGAGTC
CATCCTCTGAGCCCGCCCCTTCTGGC'''''''''TGCCCCCCCGACTCC'''''''''GACGTTGAGTC
CGGGC''''''GCTGCCGATTCCGGCAGTCAGACGCCTCCTGATGAGTTGGCCCTTTCGGAGACAGGTTC
CGACA-CACAGTCCAGCACTACTTCCAAGGTGCCCCCTTCTCCGGGAGGGGAG'''TCCGACTCAGAGTC
---C---CGAGCTCAGACCGT---GATACAGACCTTACCACCCCAACT--GAGACCACAGAC-TCGGGCC
------CCAGGATTCTGCGTT---GG-GTACTAGCAGCCAACACGAT--------TCGGGGC-CTGAGGA
------CCGAGCTCCGGCCTC---GGAGGGTCAATAGCCGGCCCATCA-----TCTCCTGAC-CCGACAA
-------AGGAGGCACCCCCC---AGCGACTCCGCCATTAGTCTGGAT-----TCACCGGCGGCAAATGA
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CCTACGCCTGGGGCGGTCTTGAGCCT'''TTTCGTCAGCTCCAGATTTTTGACACTCCACCTCCTCCTTA
CCTACGCCTGGGGCGGCCTTGAGCCT'''TTCCGTCAGCTCCAGATTTTTGACACTCCACCTCCTCCTTA
CCTACGCCTGGGGCGGCCTTGAGCCT'''TTTCGTCAGCTTCAGATGTTTGACACTCCACCTCCTCCTTA
CCTACGCCTGGGGCGGCCTTGAGCCT'''TTCCGTCAGCTCCAAATGTTTGACACTCCACCTCCTCCTTA
CCTACGCCTGGGGCGGCCTTGAGCCT'''TTTCGTCAGCTCCAAATGTTTGACACTCCACCTCCTCCTTA
CCTATGCCTGGGGCGGTCTTGAGCCT'''TTCCGTCAGCTTGAAATGTTTGACACTCCACCTCCCCCTTA
'''''TTCTGGGCGGGGTTGCAGCCC'''TTCGGCCAATTACAGGTGTTTGAAACTCCACCACCCCCTTA
'''''TTCTGGGCAGGGCTGCAACCC'''TTCGGCCAATTACAGGTGTTTGAAACTCCACCACCCCCTTA
'''''TTCTGGGCGGGGCTGCAACCT'''TTTGGCCAACTACAGGTGTTTGAAACTCCACCACCCCCTTA
'''''TTTTGGGCGGGCCTGCAGCCT'''TTTGGACAATTACAGGTTTTTGAGACTCCACCCCCACCTTA
'''''TTTTGGGCGGGCCTGCAGCCT'''TTTGGACAATTACAGGTTTTTGAGACTCCACCCCCACCTTA
CCTACTTCTGGGGTGGACTTGAGCCC'''TTTCGCCAGTTGCAGATGTTTGACACTCCACCTCCACCATA
CCTATTTCTGGGGTGGACTTGAGCCC'''TTTCGCCAGTTGCAGATGTTTGACACTCCACCTCCACCTTA
'''''TTCTGGGCGGGGCTGCAGCCT'''TTCGGACAATTACAGGTATTTGACACTCCACCACCTCCTTA
'''''TTCTGGGCGGGGCTGCAGCCT'''TTCGGACAATTACAGGTATTTGACACTCCACCACCTCCTTA
'''''TTCTGGGCGGGTTTGCAGCCT'''TTTGGTCAACTCCAGGTGTTTGACACTCCACCTCCTCCTTA
CTTACTTCTGGGGCGGTCTCGAGCCC'''TTTCGTCAACTTCAGATGTTTGACACTCCACCCCCTCCTTA
CCTACTTCTGGGGCGGCCTTGAGCCT'''TTCCGCCAACTTCAGATGTTTGACACTCCACCTCCTCCTTA
CCTACTTCTGGGGCGGCCTTGAGCCT'''TTCCGCCAACTTCAGATGTTTGACACTCCACCTCCTCCTTA
CCTACTTTTGGGGGGGGCTTGAACCT'''TTCCGCCAACTGCAGATGTTTGACACTCCACCTCCACCTTA
CCTACTTTTGGGGGGGGCTTGAACCC'''TTCCGCCTACTGCAGATGTTTGACACTCCACCTCCACCTTA
CCTACTTTTGGGGGGGGCTTGAACCC'''TTCCGCCTACTGCAGAAGTTTGACACTCCACCTCCACCTTA
'''''TTCTGGAGCGGTCTGACGCCGACGCTCGGTCAACTCCAAATCTTTGACACCCCGCCGCCACCGTA
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TAACAATTACTTTAAACTTTGCTTGTTGCTTTTAGCTTATTCAGGCTTAGTTTCTTGT''''''''''''
TAATAATTACTTTAAATTATGCTTATTACTCTTGGCTTATTCTGGCTTAGTTTCTTGTACT'''''''''
AAATAATTACTTTAAGCTTTGCCTGTTGCTTTTAGCGTATTCTGGCTTAGTTTCTTGTGGGAACGATAAT
AAATAATTACTTTAAGCTTTGCCTGTTGCTTCTAGCGTATTCTGGCTTAGTTTCTTGT'''''''''GAT
AAATAATTACTTTAAGCTTTGCCTGTTGCTTCTAGCGTATTCTGGCTTAGTTTCTTGT'''''''''GAT
CAATAATTACTTTAAACTTTGCTTATTGCTTTTAGCTTATTCGGCATTAGTTTCTTGTGATGAT''''''
TAACAATTACTTTAAGCTTTGTCTGCTGCTTTTAGCTTACTCAGGCTTAGTTTCTTGTGAT'''''''''
TAACAATTATTTCAAGCTTTGCTTGCTACTTTTGGCATATTCTGGCTTGGTTTCTTGTGGCACCTCAGAA
TAACAATTACTTTAAACTTTGCTTATTGCTTTTAGCTTATTCAGGCTTAGTTTCTTGTAAT'''''''''
TAATAATTACTTTAAGCTTTGCCTATTGCTTTTGGCGTATTCTGGCTTAGTTTCTTGTGATTCT'''ACA
AAACAATTACTTCAAGCTGTGTTTACTGCTTTTAGCGTATTCTGCCTTGGTTTCCTGT'''''''''GAA
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Figure S1. Multiple sequence alignment showing the example of variation in 
genomics of hepaciviruses in bovine, humans, and equine.


