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LN7 f *CTT**A*TT **GGAC**T* *GCTTACCC* C**CAAG*** ***___AGTG GCGAACCAA* C*AT****** *kk Kk Kk kkkhk*k*k *G‘k***‘k‘k** * Kk Kk
N329 f *CAA**C*TT **ATTC**A* *AGAAACAC* G**TAAG*** ***___CAAG GCCAGCATA* T*AT****** *k Kk Kk kkkhkk*k *A******** * K k%
N329_ns *CAA**C*TT **ATTC**A* *AGAAACAC* G**TAAG*** ***___CAAG GCCAGCATA* T*AT****** *kkkhkkk kK kK *A******** * k%
N329_t *CAA**C*TT **ATTC**A* *AGAAACAC* G**TAAG*** ***___CAAG GCCAGCATA* T*AT****** *k Kk Kk kkkhkk*k *A******** * Kk %
N36O_S *CAA**C*TT **ATTC**A* *AGAAACAC* G**TAAG*** ***___CGAG GCCAGCATA* T*AT****** *k Kk Kk kkkhkk*k *A******** * k *
N340_S *CAA**C*TT **ATTC**A* *AGAAACAC* G**TAAG*** ***___AAAG GCCAGCATA* T*AT****** *kkkkkk Kk Kkkk *A******** * kx x
N332_ns *TTG**C*TT **ATTC**A* *AGAAACGC* G**CAAG*** ***___AAAG GCCAACATA* T*TA****** *k Kk Kk kkkhkk*k *A******** * K k%
N346 IS *CAA**C*AT **AGAT**T* *GAGGACTT* A**TCTT*** ***___ACGG GCCAAAACG* A*AT****** *kkh Kk kkkhkk*k *G******** * K k%
LV15 f GGAG**G*AT **GGTC**T* *GCGTACTC* A**CTCT*** ***CCTAACG GCTCACAGG* THTTH***** Hkxxxkkkxx *Ghxxxkkkk *%%
V85 s GGAG**G*AT **GGTC**T* *GCGTACTC* A**CTCT*** ***CCTAACG GCTCACAGG* THTTH*** %k %k kxkkkxkk XGhAxkkkxx Kxx
N320 f GGAG**G*AT **GGTC**T* *GCGTACTC* A**CTCT*** ***CCTAACG GCTCACAGG* THTTH***%k XAk kxkkkxkk XGhAX*kKkxx Kx%
N327 f GGAG**G*AT **GGTC**T* *GCGTACTC* A**CTCT*** ***CCTAACG GCTCACAGG* THTTH****% K kxkkkkxxx KGKX X%k Kkkx %%k
N325 f GGAG**G*AT **GGTC**T* *GCGTACTC* A**CTCT*** ***CCCAACG GCTCACAGG* THTTH*** %k Xk kx Ak kxkk XGhAXAkKkxx Kx%
N331 f GGAG**G*AT **GGTC**T* *GCGTACTC* A**CTCT*** ***CCCAACG GCTCACAGG* THTT*****% Hkxxxkkkxx *Gkxxxkkkk *%%
N331 n GGAG**G*AT **GGTC**T* *GCGTACTC* A**CTCT*** ***CCCAACG GCTCACAGG* THTTH***%k Xk kxkkkxkk XGhAXAkkxx Kx%
N331 t GGAG**G*AT **GGTC**T* *GCGTACTC* A**CTCT*** ***CCCAACG GCTCACAGG* TXTT****** Hkxx%kkkxx *Ghx*xkkkx %%%
N349 f GGAG**G*AT **GGTC**T* *GCGCACTC* A**CTCT*** ***CCTAACG GCTCACAGG* THTTH***%k XAk kxxkkxkk XGhAXAkKkxx Kx%
LV2 f *CTT**T*TT **GCAC**A* *AGGTGTGC* T**GAAG*** ***CCGATGA ACGCTGTGA* C*CT****** *kkhkkhkkkkKkKkk*k *G******** * Kk x
LV7_f *CTC**A*TC **GCAT**T* *AAGTGTGC* A**AAAG*** ***CCCGACA AAGCAGCGA* A*TA****** *hkkkhkkhkkkk kK *G******** * x %
LV10_f *CTC**A*TC **GCAT**T* *AAGTGTGC* A**AAAG*** ***CCCGACA AAGCAGCGA* A*XTAX ¥ * %% *xkkxxkkxk KGAAK* Ak Kk Hkx
V12 f *CTC**A*TC **GCAT**T* *AAGTGTGC* A**AAAG*** ***CCCGACA AAGCAGCGA* A*XTAX XKk x% KXk kkxkkkx KGXAKK XA KK Hkk
V92 E *CTC**A*TC **GCAT**C* *AAGTGTGC* G**AAAG*** ***CCCGACA AAGCAGCGA* C*TT****** Kk kkhk kKK Kk kK *G******** * k)
N325 ns *TTG**T*TT **CCAT**G* *GAGTGTGC* G**AAAG*** ***CCTCATG AAGCAGCAA* A*XTT Xk kx* *xkkkxkkkx KGXAKKA KKK *kk

G GGT GA GT A A T AC CAG TGG T G GGTGGA GACACCACTA A ATGGATGC ACA

Figure S1. Alignment of the partial RNA-dependent RNA polymerase (RdRp) gene sequences of PBVs GII discovered in the present study. A “*’denotes an identical nucleotide
residue, whilst ’-" indicates absence of nucleotide residue. Numbers to the top indicate the positions of the nucleotide for respective PBV strains. Gap positions are highlighted
in green.





