Fragment lon View

Project name: 20200330C0OV19

Sample name: 20200416_COV19-double_2
Created date: 2020-04-18 15:22:56.0
Search name:

Activation type: CID

Peptide sequence: R.EGVFVSN(2.988261)GTHW.F
Scan number: 47291

Calculated M+H: 1235.5577

Measured M+H: 1235.5634

Charge state: 2

File name: 20200416 _COV19-double 2

search type: light

lons: EGVFVSNGTHW, MH+ 1235.5577, m/z 618.2825
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Static Modifications:
Mass Type: C: 57.02146
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Variable Modifications:
N: 2.988261
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