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Project name: 20200330C0OV19

Sample name: 202004 16_COV19-double_1
Created date: 2020-04-18 15:22:56.0
Search name:

Activation type: CID

Peptide sequence: R.EGVFVSN(2.988261)GTHW.F
Scan number: 47225

Calculated M+H: 1235.5577

Measured M+H: 1235.5635

Charge state: 2

File name: 20200416_COV19-double 1

search type: light

lons: EGVFVS N GTHW, MH+ 1235.5577, m/z 618.2825
a e (e s File: 20200416_COV19-double_1, Scan: 47225, Precursor m/z: 618.2854, Charge: 2
b 81 (e (3 187.0713 1106.5151
c (i Ch U 286.1397 1049.4937
x 1+ 2+ (O3 433.2082 950.4253
y @1 (2 U3 116% Q 532.2766 803.3568
[zD_aDETlﬂEEHJD3 E 619.3086 | 6 704.2884
Neutral Loss: 102% A 736.3398 | 7 617.2564
] H;0 (o) 793.3613 | 8 500.2252
(I NH3 (%) - 894.4089 | 9 443.2037
[JH3PO4 () 1031.4678 | 10 342.1561
g Precursor (#) 11 205.0972
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