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Figure S1: Bar plots indicating measures of cyanobacterial abundance grouped by location

through time. A: Chlorophyll a concentration. B: Phycocyanin concentration. C: Microcystis
counts.
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Figure S2: Bar plots indicating microcystin concentration through time. (A) Total microcystins

(B) Aqueous microcystins.
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Figure S3: Bar plots of the relative abundance of the top 20 more abundant bacterial families
found during the study, grouped by hours after treatment.



