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Figure S1. Determination of acetylation modification levels of histone H3K9ac and H3K 14ac in 4.
flavus control and AAfnggl strains. (A) The acetylation levels of H3K9 and H3K 14 were determined
using anti-acetyl H3K9 and anti-acetyl H3K 14 (ac-H3K14) antibody with anti-acetyl histone 3 as a
control. (B) Enrichment levels of (A) by the bank optical density method. ** and *** represented p

<0.05 and p < 0.001, respectively.



|<_ overlap

Y

BR

AF—> <«— AR BF —p
Control 5°-UTR pyrG 3’-UTR
ORF (2139 bp)
—_— 5’-UTR 3’-UTR
AAfnggl 5’-UTR pyrG 3’-UTR
AP o
" (2869 bp)

1000 bp
750 bp

1500 bp

1000 bp

pPTRI-Afnggl

TeladA 10010 bp

1000 bp
750 bp

Figure S2. Construction and verification of AAfnggl strain, complement and localization strains.

(A) Schematic diagram of AAfngg! strain construction. (B) Plasmid for Afingg!/ complementation.

(C) Plasmid for Afnggl localization. (D) Verification of Afnggl deletion, complementation and

localization strains.



Table S1. PCR primers were used in this study.

Name Sequence (5°-3”)

AAfnggl-1F ctagaggatctactagtcatatggatt ATGAATGGAGCGGTGAGATTGTTGC
AAfnggl-1R ctgcggegegttctcgaggaagttgc TGTGATGACGGCCCGAAAAGGTGTT
AAfnggl-2F atgtgtaacggtattgactaaaaggg TTCTTCGCTTGCTCCTCATGCAGTTTT
AAfnggl-2R tcgagctcggtacceggggatccgatt GCACGTCCCCTTGTTCACTGTTCGATA

AAfnggl-iden-F
AAfnggl-iden-R
AAfnggl-Com-F
AAfnggl-Com-R
Afnggl-eGFP-1F
Afnggl-eGFP-1R
Afnggl-eGFP-2F
Afnggl-eGFP-2R
pyrG-F

pyrG-R

GCGAGGCAGATGATGAAGAGGAGGAAT
AGAATACAGGCGGCTAACTAATGGACC
AAACAGCTATGACCATGATTACGCCATGCGCGGTCGAGACAGAATCTAAAG
GGCCAGTGAATTCGAGCTCGGTACCCAGGTAACCAGCGGTCCATCATCCAG
AAACAGCTATGACCATGATTACGCCAGCAGCAGCAGGTGGAGACATTATTG
CTCCTCATCCCAACCTTCAACTTCC
GGAAGTTGAAGGTTGGGATGAGGAGGGCGCAGGCGCCGGCGCAGGCGCCGGC
GGCCAGTGAATTCGAGCTCGGTACCCCCGGAGATCCTGATCATCCGTGAGAA
GCCTCAAACAATGCTCTTCACCC

GTCTGAGAGGAGGCACTGATGC




