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Figure S1. MDS plot. The plot reports distances between the expression profile of each library.
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Figure S2. Number of Differentially expressed genes (DEGs) between each AFB1 treatment (i.e., 0.9 uM, 1.8
uM, 3.6 uM) vs control. Green colour represents upregulated genes, while red colour represents
downregulated genes.
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Figure S3. KEGG enrichment analysis of the top PPI module.
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Figure S4. Effect of increasing doses of AFB1 (i.e., 0.9 uM, 1.8 uM, 3.6 uM) on FOS (A), FOSL1 (B) and
FOSB (C) mRNA expression. Data are reported as the mean + SEM of logCPM relative to four biological
replicates. Statistical analysis: one-way ANOVA followed by Bonferroni's multiple comparisons test; ***: P
<0.001, treated cells vs control cells. LogCPM <0 was reported as 0.
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Figure S5. Effect of increasing doses of AFB1 (i.e., 0.9 uM, 1.8 pM, 3.6 uM) on JUNB mRNA expression. Data
are reported as the mean + SEM of logCPM relative to four biological replicates. Statistical analysis: one-way
ANOVA followed by Bonferroni's multiple comparisons test; ***: P < 0.001, treated cells vs control cells.
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Figure S6. Effect of increasing doses of AFB1 (i.e., 0.9 uM, 1.8 uM, 3.6 uM) on NFKB2 (A) and RELB (B)
mRNA expression. Data are reported as the mean + SEM of logCPM relative to four biological replicates.

Statistical analysis: one-way ANOVA followed by Bonferroni's multiple comparisons test; ***: P < 0.001,
treated cells vs control cells.
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Figure S7. Effect of increasing doses of AFB1 (i.e., 0.9 uM, 1.8 uM, 3.6 uM) on UGT1A1 mRNA and protein
expression. (A) Gene expression data are reported as the mean + SEM of logCPM relative to four biological
replicates. (B) UGT1A1 immunoblotting, using 3-actin as loading control. The image is representative of six
biological replicates. HepG2 and MCEF7 cell lines were used as positive controls. (C) Densitometric analysis
of UGT1A1 immunoblottings; results are expressed in arbitrary units (AU) as the mean + SEM of six
biological replicates. Statistical analysis: one-way ANOVA followed by Bonferroni's multiple comparisons
test; ***: P <0.001, treated cells vs control cells.
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Figure S8. Effect of increasing doses of AFB1 (i.e., 0.9 uM, 1.8 pM, 3.6 uM) on CYP2B6 mRNA level, catalytic
activity and protein expression. (A) Gene expression data are reported as the mean + SEM of logCPM relative
to four biological replicates. (B) Catalytic activity is expressed as relative luminescence units (RLU), such as
luminescence units normalized to the total number of alive cells. (C) CYP2B6 immunoblotting, using B-actin
as loading control. The image is representative of six biological replicates. HepG2 and MCF?7 cell lines were
used as positive controls. (C) Densitometric analysis of CYP2B6 immunoblotting; data are expressed in
arbitrary units (AU) as the mean + SEM of six biological replicates. Statistical analysis: one-way ANOVA
followed by Bonferroni's multiple comparisons test; ***: P < 0.001, treated cells vs control cells.



