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Figure S3. GO analysis of DEGs in Cryl Ac-treated larvae as compared to the control larvae for each
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strain. (A-D) The Top 10 GO terms (p < 0.05) for the DEGs in each strain in response to CrylAc

exposure. (E) Venn diagram analysis of the Top 10 GO terms enriched by the DEGs in the four

strains after Cry1Ac exposure.



