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Figure S2. Gene ontology (GO) analysis of differentially expressed genes (DEGs) between the three
resistance strains and the susceptible SCD strain without CrylAc exposure. (A-C) The most
significantly (p < 0.05) enriched 10 (Top 10) GO terms for the DEGs in the three resistant strains.
(D) Venn diagram analysis of the Top 10 GO terms enriched by the DEGs in the three resistance

strains.



