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Figure S1. The subclasses of mAbs were by rapid isotyping cassettes represented by 10D8.

Table S1. The affinity and kinetics constants of mAbs against abrin-a [19] and isotypes.

ka (M-1s?) kd (s?) Kb (pM) isotype
10D8 (13.1+0.8)x10¢ (5.1+0.3)x10°5 49+05 IgG1 Kappa Chain
10C9 (3.0 £0.1)x10s (0.6 £0.1)x105 22+0.1 IgG1 Kappa Chain
5A10 (1.4 £0.6)x107 (1.6 £ 0.004)x105 14+0.6 IgG1 Kappa Chain
5G7 (1.3 £0.1)x10s (3.9 £0.9)x105 32+1.0 IgG1 Kappa Chain

The affinity and kinetics constants of mAbs against abrin-a were determined by the SPR method
established in our lab [19]. The subclasses of mAbs were determined by rapid isotyping cassettes
(Thermo Fisher Scientific, Rockford, IL, USA).
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Figure S2. Mascot search results showing library match to abrin-a (A), abrin-b (B), AAG (C) and
abrin crude extract (D). Abrin-a (5 pg), abrin-b (5 ug), AAG (5 pg) and abrin crude extract (10 pg)
were reduced with dithiothreitol (Thermo Fisher Scientific, Rockford, IL, USA), alkylated by iodoa-
cetamide (Thermo Fisher Scientific, Rockford, IL, USA), digested by trypsin (Thermo Fisher Scien-
tific, Rockford, IL, USA) and analyzed by LC-MS/HRMS. Library searches were performed with
Mascot using raw MS/HRMS data against an online database.
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