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Figure S1. Supplementary Overview of the fragmentation spectra used for the molecular networking in Figure 4. 
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Figure S2. Supplementary Overview of the fragmentation spectra used for the molecular networking in Figure 4. 
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Figure S1. Supplementary Overview of the fragmentation spectra used for the molecular networking in Figure 4. 
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Figure S4. m/z of intense peaks commonly found in the MS2 of all target and suspect compounds. On the example of terpestacin 

(TPC), the fragment formula for the respective m/z was generated via MetFrag and those structure parts which match the fragment 

formula are represented in red. 


