Exploration of the pathogenesis of chronic
obstructive pulmonary disease caused by smoking
- based on bioinformatics analysis and in vitro
experimental evidence

Table S1 Differentially expressed miRNAs screened in GSE61741

miRNA ID P. Value t Fold Change
hsa-miR-186 0.0000254 -7.01396 -5.76439
hsa-miR-512-3p 0.00332997 -3.75357 -4.98003
hsa-miR-323-3p 0.00000241 -9.04048 -4.90256
hsa-miR-1911 0.00085739 -4.5694 -4.20588
hsa-miR-769-5p 0.00849951 -3.21406 -4.19922
hsa-miR-499-5p 0.00040106 -5.0514 -4.10695
hsa-miR-1255b 0.00199905 -4.0546 -4.08811
hsa-miR-208a 0.00128004 -4.32305 -3.95525
hsa-miR-200c 0.04102785 -2.32144 -3.85142
hsa-miR-561 0.00242359 -3.94027 -3.83581
hsa-miR-614 0.03113285 -2.47884 -3.8294
hsa-miR-27a 0.010689%4 -3.08386 -3.81711
hsa-miR-1 0.03885861 -2.35252 -3.808
hsa-miR-491-5p 0.00803065 -3.24636 -3.69734
hsa-miR-518b 0.01413329 -2.92576 -3.64701
hsa-miR-657 0.00209782 -4.02588 -3.63514
hsa-miR-431 0.00833233 -3.22536 -3.60055
hsa-miR-300 0.00243549 -3.93737 -3.4712
hsa-miR-1254 0.01131553 -3.0516 -3.46762
hsa-miR-504 0.00251599 -3.91816 -3.46715
hsa-miR-519a 0.00404173 -3.64081 -3.4439
hsa-miR-802 0.00607572 -3.40577 -3.39985

hsa-miR-1252 0.04819781 -2.22896 -3.39717
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Table S2 Differentially expressed miRNAs screened in GSE38974

miRNA ID P.Value t Fold Change
hsa-miR-223 8.65E-04 -3.718864 -1.5497869
hsa-miR-1274a 1.45E-10 -9.707161 -1.4502034
hsa-miR-105 3.47E-06 -5.732266 -1.2538584
hsa-miR-144 3.42E-03 -3.191856 -1.2501907
hsa-miR-374a 1.96E-04 -4.267951 -1.1717795
hsa-miR-664 7.19E-09 -8.076569 -1.1455395
hsa-miR-148a 1.23E-07 -6.970708 -1.1072064
hsa-miR-454 3.49E-05 -4.894987 -1.0824868
hsa-miR-766 8.44E-06 -5.408915 -1.0433065
hsa-miR-486-5p 3.48E-04 -4.057146 -1.0377131
hsa-miR-10a 8.25E-04 -3.736372 -1.0370846
hsa-miR-25 7.44E-08 7.162854 1.0064691
hsa-miR-513a-5p 3.83E-04 4.021855 1.0413164
hsa-miR-576-3p 9.73E-07 6.198082 1.0458673
hsa-miR-422a 9.82E-07 6.194711 1.0867528
hsa-miR-937 1.75E-06 5.983008 1.2370675
hsa-miR-923 9.71E-06 5.358115 2.3397962




Table S3 Differentially expressed miRNAs screened in GSE136390

miRNA ID P.Value t Fold Change
hsa-miR-508 0.0002852 -4.7665 -11.0991
hsa-miR-499 0.00013448 -5.1659 -10.8272
hsa-miR-888 0.00003617 -5.892 -10.7229
hsa-miR-220 0.00009246 -5.3692 -10.2322
hsa-miR-525 0.00027523 -4.7852 -10.1867
hsa-miR-522 0.0001323 -5.1747 -8.8391
hsa-miR-302¢ 0.00054109 -4.4339 -8.7587
hsa-miR-217 0.00052613 -4.4484 -8.6089
hsa-miR-380 0.00406902 -3.4166 -7.9154
hsa-miR-519¢ 0.00005674 -5.6386 -5.9487
hsa-miR-520d 0.0231197 -2.5439 -5.1456
hsa-miR-346 0.02569676 -2.4896 -5.0467
hsa-miR-302a 0.00423115 -3.3971 -4.6997
hsa-miR-520e 0.00166323 -3.8637 -4.564
hsa-miR-518f 0.00016988 -5.0406 -3.9984
hsa-miR-365 0.00067921 -4.3173 -3.9713
hsa-miR-488 0.04425561 -2.2058 -3.6833
hsa-miR-183 0.02390664 -2.5267 -2.6127
hsa-miR-215 0.02571918 -2.4892 -2.4847
hsa-miR-34c 0.03367085 -2.3496 -2.3463
hsa-miR-143 0.01623968 -2.7238 -1.6454
hsa-miR-582 0.04226817 -2.2302 -1.5657
hsa-miR-192 0.0410484 2.2456 1.0559
hsa-miR-100 0.02744381 2.4557 1.1298
hsa-miR-423 0.03971366 2.2631 1.1817
hsa-miR-130b 0.02449455 2.5142 1.2496
hsa-miR-199a 0.03953347 2.2655 1.3327
hsa-miR-485 0.03423642 2.3409 1.3931
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Table 54 Quantitative data for PPI analysis

Nodel Ensembl ID Node2 Ensembl ID Interaction score
AIFM2 ENSP00000478931 TP53 ENSP00000269305 0.931
BCAT1 ENSP00000443459 PSAT1 ENSP00000365773 0.541
CBL ENSP00000264033 CORO1C ENSP00000394496 0.468
CBL ENSP00000264033 RAPI1B ENSP00000250559 0.907
CORO1C ENSP00000394496 CBL ENSP00000264033 0.468
DDX3X ENSP00000382840 HNRNPAO ENSP00000316042 0.455
DDX3X ENSP00000382840 SP1 ENSP00000329357 0.462
DDX3X ENSP00000382840 TP53 ENSP00000269305 0.693
EGR2 ENSP00000242480 EP300 ENSP00000263253 0.924
EGR2 ENSP00000242480  HIST2H2BE = ENSP00000358151 0.91
EGR2 ENSP00000242480 Gene ENSP00000339992 0.418
homologs
EGR2 ENSP00000242480 SH3TC2 ENSP00000423660 0.58
EGR2 ENSP00000242480 TP53 ENSP00000269305 0.446
EP300 ENSP00000263253 EGR2 ENSP00000242480 0.924
EP300 ENSP00000263253  HIST2H2BE =~ ENSP00000358151 0.975
EP300 ENSP00000263253 MAPK1 ENSP00000215832 0.688
EP300 ENSP00000263253 Gene ENSP00000339992 0.991
homologs
EP300 ENSP00000263253 NR2F2 ENSP00000377721 0.735
EP300 ENSP00000263253 PRKCA ENSP00000408695 0.515
EP300 ENSP00000263253 SP1 ENSP00000329357 0.972
EP300 ENSP00000263253 TP53 ENSP00000269305 0.999
EP300 ENSP00000263253 ZB1 ENSP00000354487 0.644
EPHB2 ENSP00000363763 MAPK1 ENSP00000215832 0.565
EPHB2 ENSP00000363763 TP53 ENSP00000269305 0.654
GOSR1 ENSP00000225724 TP53 ENSP00000269305 0.483
GOSR1 ENSP00000225724 VPS53 ENSP00000401435 0.574
HIST1IH2AE  ENSP00000303373  HIST2H2BE = ENSP00000358151 0.789
HIST2H2BE =~ ENSP00000358151 EGR2 ENSP00000242480 0.91
HIST2H2BE =~ ENSP00000358151 EP300 ENSP00000263253 0.975
HIST2H2BE ~ ENSP00000358151  HIST1IH2AE  ENSP00000303373 0.789
HIST2H2BE =~ ENSP00000358151 TP53 ENSP00000269305 0.542
HNRNPAO ENSP00000316042 DDX3X ENSP00000382840 0.455
MAPK1 ENSP00000215832 EP300 ENSP00000263253 0.688
MAPK1 ENSP00000215832 EPHB2 ENSP00000363763 0.565
MAPK1 ENSP00000215832 Gene ENSP00000339992 0.715
homologs
MAPK1 ENSP00000215832 PRKCA ENSP00000408695 0.941
MAPK1 ENSP00000215832 RAPI1B ENSP00000250559 0.937
MAPK1 ENSP00000215832 SP1 ENSP00000329357 0.966
MAPK1 ENSP00000215832 TP53 ENSP00000269305 0.985
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