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Figure S1. Michaelis-Menten model of chosen bioactive peptides; i.e. VW4 (VWWW, Peptide 2), IW3 (IRW, Peptide 3), 
and VS14 (VKAGFAWTANQQLS, Peptide 9); against allopurinol as positive control and control for xanthine oxidase 
inhibition assay. The concentration of peptide used was 1 mg/mL, while concentration of allopurinol was 0.1 mg/mL. Data 
expressed as means ± SD of triplicates. 
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Figure S2. (a) Lineweaver-Burk model of allopurinol as positive control against control for xanthine oxidase inhibition 
assay. (b) The plot in squared area (from 0.0 mM−1–1.0 mM−1 Xanthine) is exhibited at higher magnification. 

Figure S3. (a) Lineweaver-Burk model of VW4 against control for xanthine oxidase inhibition assay. (b) The plot in 
squared area (from 0.0 mM−1–1.0 mM−1 Xanthine) is exhibited at higher magnification. 
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Figure S4. (a) Lineweaver-Burk model of IW3 against control for xanthine oxidase inhibition assay. (b) The plot in squared 
area (from 0.0 mM−1–1.0 mM−1 Xanthine) is exhibited at higher magnification. 

 
Figure S5. (a) Lineweaver-Burk model of VS14 against control for xanthine oxidase inhibition assay. (b) The plot in 
squared area (from 0.0 mM−1–1.0 mM−1 Xanthine) is exhibited at higher magnification. 
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Figure S6. Michaelis-Menten model of chosen bioactive peptides; i.e. VW4 (peptide 2), IW3 (peptide 3), and VS14 (peptide 
9); against control for tyrosinase inhibition assay. The concentration of peptide used was 0.5 mg/mL. Data expressed as 
means ± SD of triplicates. 

 
Figure S7. (a) Lineweaver-Burk model of VW4 against control for tyrosinase inhibition assay. (b) The plot in squared area 
(from 0.0 mM−1–2.0 mM−1 L-tyrosine) is exhibited at higher magnification. 
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Figure S8. (a) Lineweaver-Burk model of IW3 against control for tyrosinase inhibition assay. (b) The plot in squared area 
(from 0.0 mM−1–2.0 mM−1 L-tyrosine) is exhibited at higher magnification. 

 
Figure S9. (a) Lineweaver-Burk model of VS14 against control for tyrosinase inhibition assay. (b) The plot in squared area 
(from 0.0 mM−1–2.0 mM−1 L-tyrosin) is exhibited at higher magnification. 


