MaSPLS8

~
1

w
|

Relative expression
—_ [\
] ]

0- LI I LI I LI I I LI LI
S BB 8 R QOO VLT A A0 DO PO
FFFFFFFFTFFFEFEEF \»@\%\» MV V% S

S\@ @04 0% \ @04 S\@ &\0 g\ik\ Q&O s\‘* @01

Figure S1 Expression levels of MaSPLS in VIGS treated mulberry. CK: mulberry plants
treated with empty vectors were used as controls; MaSPL8-T1 -T14: Independent mulberry
plants with down-regulation of MaSPLS8 by VIGS treatment. Data are presented as means +
SD of three biological replicates. The significance was marked using*(0.01<p<0.05),
**(0.001<p<0.01), ****(p<0.0001).
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Figure S2 GO enrichment analysis of DEGs. A: GO enrichment of up-regulated DEGs; B
GO enrichment of down-regulated DEGs.



