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Figure S1. Functionality test of the primers designed in this study for the ipdC, iaaH, iacC, and
catA genes. MM, molecular markers (UltraRanger 1 kb DNA ladder); ipdC gene: 1, LB400 genomic
DNA; 2, negative control (without genomic DNA); iaaH gene: 3, LB400 genomic DNA; 4, negative
control; iacC gene: 5, LB400 genomic DNA; 6, negative control; catA gene: 7, LB400 genomic DNA; 8,

negative control.
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Figure S2. Amplification of 16S rRNA gene from IAA synthesis RNA samples for control of DNA
contamination. MM, molecular markers (GeneRuler Express DNA Ladder); 1, negative control
(without genomic DNA); 2, LB400 genomic DNA (positive control); RNA samples from cells grown
in: 3, M9 medium supplemented with glucose (30 mM); 4, M9 medium supplemented with glucose
(30 mM) and tryptophan (10 mM); 5, LB medium supplemented with tryptophan (10 mM).
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Figure S3. Amplification of 16S rRNA gene from IAA degradation RNA samples for control of
DNA contamination. MM, molecular markers (UltraRanger 1 kb DNA ladder); 1, negative control
(without genomic DNA); 2, LB400 genomic DNA (positive control); RNA samples of LB400 resting
cells with: 2, IAA (1 mM); 3, IAA (1 mM) + glucose (5 mM); 4, glucose (5 mM); 5, cells grown on
salicylate (5 mM) + glucose (5 mM).



