Supplementary Figure S1. Alignment of BcmfsG coding sequence and homologous gene sequences from different
Botrytis species: B. cinerea B05.10, B. pseudocinerea BP362, B. medusae B555, B. fragariae BCB16 and B. byssoidea
MUCL94. Gene sequences were selected after running similarity search by Blastn using BcmfsG as query sequence.
Multiple alignments of protein sequences were carried out with Clustal-Omega and were visualized using ESPript 3.0.
Blue and green box represent conserved regions between Botrytis species within the region corresponding to the
domain MFS-1 (pfam07690; interval 136-1140), targets for the design of primers for the identification of mfsG gene in
other Botrytis species by PCR.
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B.cinerea ATGCCTACAAATAAGGACTTAAAATCGACAAATGCCTTACCTCTACCTTTGCATGGCGAAGTATCGATGAAGACTAATGA
B.pseudocinerea ATGCCTACAAATAAGGACTTAAAATCGACAAATGCCITACCTCTACCITTGCATGGCGAAGTATCGATGAAGACTAATGA
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B.cinerea AT BGCGGTATGATTATHTCETTHGGIGTTTTTCAAACEBTACTARETGTCE
B.pseudocinerea ATGGATAATA[SEle ey SledSigd Sy T pdelC gy GEGTTTTTCAAACMTACTAMETGTCE
B.medusae = = ...... BMNGGGGTATGATTATINTCETT GERGTTTTTCAAACKHTACTAMETGTCE
B.fragariae ATGG. BGGGGTATGATTATMTCRTTIGGIGTTTTTCAAACETAC TAJKE
B.byssoidea = ...... BGGGGTATGAT TATINTCRT TMGGIWGT TTT TCAAACMTAC TAMWNWT G TCRH

240 250 260 270
B.cinerea TATWGCATGGATR\GGTTCERE TAGC TG T[T TINT TCYMMCTTCT T|
B.pseudocinerea pg:WyT(eloFSueleriyn efebigdle A G Nefohdeliy Gl Tgidel = T [shidkdebidy
B.medusae TATMGCATGGATMGGTTClfMTAGC TG TET TNT T C8MdCTTCT T|
B.fragariae TAT®GCATGGATINGGTTClEFATAGC TG T ETT®T TCONCTTCT T|
B.byssoidea TATWGCATGGATINGGTTCIEEATAGC TG T[ET TINT TC[SNECTTCT T|

320 330 340 350 360 370 380 390
B.cinerea AT@OACCGIIATCACAACAMTEBANSGC GUNA ClOEWY T (o TEYE BN TMGGAACOTTCAMGACCTC[METATCIAAAACETAMTG G|
B.pseudocinerea FESuCENelolelT(~ ol Nob-$-XeFN Ly FA T Clelel TENeIC 2 TR CRYAIG WiNdTeccAACETTCAGACCTC[MeTATCE AAdACETA[MTGG)
B.medusae IATIWACCGHETCACAACAEIT[MANING G[eA ClolNN T iy TE:\o MY TMGGAACOMTTCANGACCTCNATATCOAABACITANT GG
B.fragariae ATCACCGCATCACAACACTCAﬂTGGTACGATTCTQG EMTECGCAACWT TCAMGACCTCWATATCOAAACEITANWTGG|
B.byssoidea IATINACCGIATCACAACATEA[SING GiNA Clejic]el T8 Tlej(e M TINGGAACIWT TCAMGACCTCUNATATCOAANACITAMNTG G|
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B.cinerea CAEATINTTTCT[MGCCCANGGAGT TTGTAMTGGRICTEGCGTAAMGGETTIMC T®CTMACACCEATGTC
-39 -ET R LR T R C A ATIAT T TCTMGCCCARNGGAGT TTGTAMT GGEIC THGCTAAMGGETTIC TC TMACACCEATGTC C[SATENG T CG C8A G|
B.medusae CARATETTTCTMGCCCA[EGGAGT TTGTAETGGRICTECGTAAMGGITTMCTCTMACACCIATGTCEACIATEGT CGCMAG
B.fragariae CARATTT TCTIGCCCA[MGGAGT TTGTAMT GGEICTINGGTAAMGGETTINC TMC TMACACCIATGTCEVACSATING TCGC
B.byssoidea CAIATETTTCTEGCCCA[GGAGT TTGTAMTGGIC TIEGG TAANGGIAT TIC TIC TIACACCHATGTClelA Clele TG T CGCINA G|
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B.cinerea e aleMlT TCCCT §GTTATGGGAATAGCGE HTGTGGGAG[HG T[T G[EENG G TC T{o{A TI\T ANC Cle]A G|
B.pseudocinerea AGGA[AAIEMT TCCECT 8GTTATGGGAATAGCG) WTGTGCGCGAG[MG T{Epy® T GG G T C T[MA TIAT ANC C[8A G|
B.medusae AGGA[EINAAINST TCCEICT 8GTTATGGGAATAGCGE MTGTGGGAGHIG TERVATGEENG G TC TIA T[T AlMC CIAA G|
B.fragariae GGARAAAFVMT TCCECTAGTTATGGGAATAGC MTGTGGGAGYGTEVNST GIEFNG G T C TENA TN T AlMC CEA G|
B.byssocidea GGARICAACKT TCCIECT MGTTATGGGAATAGC BTGTGGGAGHG TEVAMTGENEIGG TC TYSA TS T AlMC CERA G|

CKmfsG1

560 570 580 590 600 610 620 630
B.cinerea TGGTGCGAACHCTICTECCANEIEATAGGAT TBMGGATGGACHT TGAGAGCCATHGET T THA TACARARIEN
B.pseudocinerea TGGTGCGAACACTTCTGCCAACbATAGGATTCGGATGGACTTTGAGAGCCATTGGTTTCATACAATTA
B.medusae TGGTGCGAACHC TWCTINCCAWSIAATAGGAT TMGGATGGACMT TGAGAGCCATIG[ET T T[8A TACA AN
B.fragariae TGGTGCGAACACTCCTGCCAAC@ATAGGATTTGGATGGACITTGAGAGCCATIGGTTTCATACAAGCA
B.byssoidea TGGTGCGAACKIC T®C T[EC CANCI\ATAGGAT TMGGATGGACMT TGAGAGCCAT[G[ST T TA TACAA[S)Y
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Supplementary Figure S1 (part 2). Alignment of BcmfsG coding sequence and homologous gene sequences from
different Botrytis species: B. cinerea B05.10, B. pseudocinerea BP362, B. medusae B555, B. fragariae BCB16 and B.
byssoidea MUCL94. Gene sequences were selected after running similarity search by Blastn using BcmfsG as query
sequence. Multiple alignments of protein sequences were carried out with Clustal-Omega and were visualized using
ESPript 3.0. Blue and green box represent conserved regions between Botrytis species within the region corresponding
to the domain MFS-1 (pfam07690; interval 136-1140), targets for the design of primers for the identification of mfsG

ﬁene in other Botrytis species by PCR.
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B.cinerea PG CET TTENSI T T TEIC TEMO T e T[MCGGTCATTTT T(oeIMOIN T TSN T(eCGM iITCTTTTTCCCATTCTTCTT@ TTMAGMTCTTAT,
- I LT ST R TS WG CENT T TENS T T TEIC TEMO TUNE T[GGGTCATT T T T{ofefeleiN T TSN TG G I TCTTTTTCCCATTCTTCTT[@ TTEAG@®TCTTAT,
TE

B.medusae PAG CENT T TEWNT T T[e/C TSN T(OFAT MG GGTCATTTT T[oefefeiN T T[BO TICGGM ITCTTTTTCCCATTCTTCTT@® I'TIHAGMTCTTAT
B.fragariae MG CETTTENSTT TEAC TN TMETINGGGTCATTTT T(CIoNNINT TOE TINGGIN i TCTTTTTCCCATTCTTCTT@® T
B.byssoidea [¢GCRIT T T[efei T T TENC TENUN TR TG GGTCATTTT T SN T TS TIGG[E \'TCTTTTTCCCATTCTTCTTH TTIMAGWTCTTAT|

CKmfsG2

790 830 840 850 860
B.cinerea GCGMGGGAGAA JCAAGGAATGTCATATGAAGACTCY BT@AATCTTACGCTIATTINTIIAACGGCATAGGANT TEWNG G TC G|
B.pseudocinerea [elofelC[efelel Nel VNN [of W.Ncled W4 ded JoF X o X Jed.W.VeF Yol Jof
B.medusae GCGHIGGGAGAA \CAAGGAATGTCATATGAAGACTCE WT[EAATCTTACGCTWAT TRITEAACGGCATAGGAST TiNENGGTC G|
B. fragariae GCGMGGGAGAA \CAAGGAATGTCATATGAAGACTCY ETAATCT TACGCTMATTIT EAACGGCATAGGANT TEIMEGGTC G|
B.byssoidea GCGH\GGGAGAA JCAAGGAATGTCATATGAAGACTCH [BTEAATCTTACGCTMAT TITEAACGGCATAGGANT TEJNG G TC G|

>
CKmfsG3

87? 899 89.0 90 919 929 939 949
B.cinerea BT TGCTACCCAGTGTACTTGCNAGGT T[T T|IGGAACTTTGAATGTATTC [EANGETHT T TET TCTGCEYS TET G[oA
=3 LI LR T L M T TGC TACCCAGTGTACTTGCNAGGT T T T| S GGAACTTTGAATGTATTC [EANGIETIEIT T Te8T T C T GCLNST[€|T G¢Al
B.medusae T TGCTACCCAGTGTACTTGCHNAGGT T[T T(J\GGAACTTTGAATGTATTC] [EANGETET T TIEIMT TC T GCEIS T (6T G®A|
B. fragariae MT TGCTACCCAGTGTACTTGCMAGGTT@T T(IGGAACTTTGAATGTATTC] EVAWGIE TENT T Tl T T C T G Clefe| Ty T GNA|
B.byssoidea INTTGCTACCCAGTGTACTTGCMAGGTTIT T|§GGAACTTTGAATGTATTC RAGGIATENT T T{E8T T C T G CLYATUNT GgA|

CKmfsG4

AMMAGTATGGCTEATAGGAGGH
A\AGTATGGCTINTAGGAGGHY

B.cinerea
B.pseudocinerea

EECEED

B.medusae AMAGTATGGCTIATAGGAGGH
B.fragariae AMAGTATGGCTETAGGAGGEY
B.byssoidea TGTTTACIWTGGATACCESG\TMCATTCINACAACAGGGITGTANGTATGGACINGCHST TCEIA
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CA[ETCEMCTT TCHTTAGCTGT[MGTOCCTGTTATCACTACEGACATGTCAAABATTGGAGCERCG[HETECGARAT@INTET T iye
BACGleJo T(ElGGARA T@ENT T T iyel

B.cinerea

B.pseudocinerea
B.medusae CATCOCTT TCRTTAGCTGT[EGTECCTGTTATCACTACEGACATGTCAAA
B. fragariae CARNTCE\CTT TCRATTAGCTGTRGTINACCTGTTATCACTACK\GACATGTCAAA

CA[EITCEMCTTTCR\TTAGCTGT[§GTMCCTGTTATCACTAC[EGACATGTCAAAGATTGGAGC Ci
ATTGGAGCEICGe]o TG GAA THNNTWT T efe}
ATTGGAGCECGLUNTI\GGAAT(MET®T T ¢

B.byssoidea CAEITCRCTTTCRITTAGCTGTIRGTINCCTGTTATCACTACRNGACATGTCAAARATTGGAGCECGEWTIEGGAA TISENTINT T e}
1110 1120 1130 1140 1150 1160 1170 1180

B.cinerea AT TGGAGCRTTEATTGGETCICCAATMTGTGG TRITI®A TMA TOGC TTMEAATOABMGGATCETATACTGGAG

B.pseudocinerea AT TGGAGCRTTRATTGGR\TCICCAATMT GT GG TR T (&2

B.medusae AT TGGAGCRITT[EATTGGETCEICCAATETGTGG TR TEA

B.fragariae AT TGGAGCITTRIATTGGENT CINCCAA T[T G TG G T[e TUYA

B.byssoidea AT TGGAGCHETTEATTGGINT CWCCAATITGTGG TEITIWA T[8#A TWGC TT{HEAA TINANWGGATCINTATACTGGAG
1190 1200 1210 1220 1230 1240 1250 1260

B.cinerea GTWTTRGGRIGGCTCAATINATGRITING GA G CRIC GING

B.pseudocinerea [sFNsF.WAG sl T bibihilelCleleln [efehy T\ CERY G eky Thy 7 (efei A [efefoh JoF W%y T el 2 by Tleled.Yels » (afe 2 (e} GCMNEIAAGACEAGAAATT)|
B.medusae CACAA[EICINTTTTCUGGE\GGT[E®A T T[E|GTIT TE\GGEGGCTCAAT[OMATGETING GAGC[EC G[EIG
B.fragariae CACAAEICHTTTTCHGGEGGT[ENAT TEIGTRT TRAGGEIGGCTCAATEATGEITMGGAGCEC GG GCMAAAGACENAGAAATT

CACAAFECIWTTTTC[GGENGGTNEAT Te
G
G
B.byssoidea CACAAERNC[ETTTTC[®G G[¢]G G T[E[MA T TENG T[MT TE|GGENGGC TCAAT[OA TGEIT®G GA G CEIC GEIG GCHWNEAAGACEAGAAATT
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Supplementary Table S1. List of oligonucleotides used for the expression analysis study.

Name of the Oligo Sequence Description of the primer
CKmfsG1 GTTATGGGAATAGCG Identification of the mfsG gene in other Botrytis species
CKmfsG2 AGAAGAATGGGAAAAAGA Identification of the mfsG gene in other Botrytis species
CKmfsG3 GGAATGTCATATGAAGA Identification of the mfsG gene in other Boltrytis species
CKmfsG4 GAATACATTCAAAGTTC Identification of the mfsG gene in other Botrytis species
FwMfsGcinerea GTATACTGGAGCACAAGCTT mRNA level quantification of the gene mfsG in B. cinerea
RvMfsGcinerea GGTGAATTTCTCGTCTTCTAG mRNA level quantification of the gene mfsG in B. cinerea
FwMfsGpseudocinerea ATACTGGAGCACAAGCTTT mRNA level quantification of the gene mfsG in B. pseudocinerea
RvMfsGpseudocinerea CTGAATTTCTCGTCTTCTAGC mRNA level quantification of the gene mfsG in B. pseudocinerea
FwMfsGbyssoidea TTAGTCTTGGGAGGCTCAAT mRNA level quantification of the gene mfsG in B. byssoidea
RvMfsGbyssoidea TTATATCCTCGCCCAGATG mRNA level quantification of the gene mfsG in B. byssoidea
FwActAcinerea TTTGAGACCTTCAACGCCCC mRNA level quantification of the gene BcactA in B. cinerea
RvActAcinerea ACGTGAGTAACTCCGTCACC mRNA level quantification of the gene BcactA in B. cinerea
FwActApseudocinerea GGTGGTATCCACGTCACTA mRNA level quantification of the gene BcactA in B. pseudocinerea

RvActApseudocinerea

CATAACAATGTTACCATACAAATC

mRNA level quantification of the gene BcactA in B. pseudocinerea

FwActAbyssoidea TGACGATGCTCCAAGAGC mRNA level quantification of the gene BcactA in B. byssoidea
RvActAbyssoidea ATTGTCAATGACGAGGGCT mRNA level quantification of the gene BcactA in B. byssoidea
Fwtubcinerea TCCTTTCGGTCAACTCTTCCG mRNA level quantification of the gene B-tubuline in B. cinerea
Rvtubcinerea CACCCTCAGTGTTAATGACCC mRNA level quantification of the gene B-tubuline in B. cinerea
Fwtubpseudocinerea GATCTCCAACTTGAGCGTA mRNA level quantification of the gene B-tubuline in B. pseudocinerea
Rvtubpseudocinerea TGCTCGCCAGAGATAGTTT mRNA level quantification of the gene B-tubuline in B. pseudocinerea
Fwtubbyssoidea GGTGATCAATTCACTGCTAT mRNA level quantification of the gene B-tubuline in B. byssoidea
Rvtubbyssoidea TTCATGTTGGACTCAGCCT mRNA level quantification of the gene B-tubuline in B. byssoidea




