2}

<
Ao.vo_.m

o« N

o|— panIesq

v
1
1
1
'
'
T
U
I
|
L
I
T
1
T
1
1
'
T
]
T
T
T
T
T
I
'
T
i
|
i
)
'
1
I
'
T
1
1
0
T
'
'
I
T
T
)
'
1
1
T
'
!
'
F]
e .
L

:

o

L3

(d)"Bol-

Expected —logqg(p)

Chromosomes

..

Expected —logi(p)

n L~ [22] N -
(d)0tBo|— pantesqO

;

arraw-ltaq99=H4q4rtt41rHaTH
f
:

(d)0+Boj—

(d)0+Bo|— paniesq

000 0O0C0OCLOO

YT TSR R RE RN

o

=
o n < (3] [y} -

o @ ©

2 3 4 5
Expected —logqo(p)

1

Chromosomes

13
(3
L
13
3
L
L
L
L
oL
60
80
20
0
mm
20
(4]

wn

A (3] o~ -
(d)0+Bo|— paatesqO

B e e b i b b R

(d)2+60)—

1 2 3 4 5
Expected —logis(p)

0

SEEE 8 S8 2 rNoTn R - 2rRrARIRRS HA0 B 8558 8 S 1ATT R ER R Rr RR L e RRREES
Chromosomes



el

<
Ao.vo_.@

o«
o|—

o

-

panIesgO

SOEEE 8 SRB O rNvrRe Fer ATTRRARS A0 B85 8 8 5 5 YR R R R LR AR

@

Expected —logqg(p)

Chromosomes

SRR 8 582 2 rNPTR e [ RoorRRRARE £ B 85 B8 2T YT BRI RE L EARREER

w = Lyl o~ -
(d)0rB0o|— paniesqo
© o AD.vo—mO_l o~

Expected —logio(p)

Chromosomes

g

wn

<

e} o

-~

(d)0+Bo|— panlesqo

LT3

3

{d)o+Bo| -

2 3 4 5

Expected —logqo(p)

1

Chromosomes

wn

<+

[3r ] N

e -

1
1
1
T
)
)
\
T
T
(

]
T
T
T

4
1
|
[y
0
1

:

-~

(d)0+Bo|— panlesqQ

©

(dyorBo| -

2 3 4 5

Expected —logqo(p)

1

Chromosomes



<
AQvo_.m

L] N -
0]— paAlesqQ

—_-—_-_____.1_‘__________

|

FF A=+ 444 - -d4F++ 44 FHYEHFI-|-[-

-

()0 +Boj -

Expected —logqo(p)

Chromosomes

wn

< [ N -

(d

)0'Bo|—- paalesqQ

{d)°'Bo| -

Expected —logqq(p)

Chromosomes

wn

+T ® N -
(d)0'Bo|—- paniesqO

{dy0Bo] -

Expected —log,(p)

Chromosomes

n < (3] [y} -
AQvD_.mo_ —

© )

(&)0+6o|—

Expected —log,(p)

Chromosomes



Figure S1. Manhattan plots and quantile-quantile (Q-Q) plots of GWAS for GP in okra. The threshold line
of —log10(P) > 4 (red dashed line) was selected as significant association between SNPs and targeted traits.
a: association mapping of GP-CK-3 d based on the EMMAX software; b: association mapping of
GP-CK-3 d based on the GEMMA software; c: association mapping of GP-T1-3 d based on the EMMAX
software; d: association mapping of GP-T1-3 d based on the GEMMA software; e: association mapping of
GP-T2-3 d based on the EMMAX software; f: association mapping of GP-T2-3 d based on the GEMMA
software; g: association mapping of GP-CK-7 d based on the EMMAX software; h: association mapping
of GP-CK-7 d based on the GEMMA software; i: association mapping of GP-T1-7 d based on the
EMMAX software; j: association mapping of GP-T1-7 d based on the GEMMA software; k: association
mapping of GP-T2-7 d based on the EMMAX software; | association mapping of GP-T2-7 d based on the
GEMMA software.



